Table S4. The probability distributions for the dependent motif patterns with width equal to 10.
	Width = 10 (2 correlated positions)

	Strong (5 and 9)
	Weak(3 and 9)

	Nucleotides combination
	probability
	Nucleotides combination 
	probability

	GG
	0.5
	AT
	0.5

	TC
	0.5
	GA
	0.5


