Table S2. Phenotypic segregation analysis in progeny (T1 generation) of six RNAi transgenic lines. 

	Line
	Copy number of transgene
	Number of seeds germinated
	hygPCR+

	hygPCR-

	χ2 (3:1)a

	blank vector 
	1
	30
	22
	8
	0.044a

	H2
	1
	35
	24
	11
	0.771a

	H4
	1
	23
	20
	3
	1.753a

	C8
	1
	6
	4
	2
	0.222a

	C9
	1
	37
	29
	8
	0.225a

	T3
	1
	15
	13
	2
	1.089a

	T18
	1
	24
	19
	5
	0.222a


aThe difference from the expected 3:1 segregation is not signiﬁcant at P <0.05.

