whole_body    1 MSARGPAEDQLKLYKKSQKGATSTVTTKHGAPIGVRSAAQTVGLNGPILLQDHNFLDEMS
midgut        1 MSARGPAEDQLKLYKKSQKGATSTVTTKHGAPIGVRSAAQTVGLNGPILLQDHNFLDEMS


whole_body   61 AFDRERIPERVVHAKGAGAFGYFEVTHDEIQKYCAAKVFDTVGKRTPIAVRFSTVGGESG
midgut       61 AFDRERIPERVVHAKGAGAFGYFEVTHDEIQKYCAAKVFDTVGKRTPIAVRFSTVGGESG


whole_body  121 SADTVRDPRGFPIKFYTEDGIWDLVGNNTPIFFIRDPILFPSFIHTQKRNPQTHLKDPDM
midgut      121 SADTVRDPRGFPIKFYTEDGIWDLVGNNTPIFFIRDPILFPSFIHTQKRNPQTHLKDPDM


whole_body  181 FWDFISLRPETTHQTAFLFSDRGIPDGYRHMNGYGSHTFKTINNKGEAFYVKFHYKTDQG
midgut      181 FWDFISLRPETTHQTAFLFSDRGIPDGYRHMNGYGSHTFKTINNKGEAFYVKFHYKTDQG


whole_body  241 IKNLDPVKANELAANDPDYSIRDLYNAIAKGDYPSWTFYIQVMTFEQAEKFRFNPFDLTK
midgut      241 IKNLDPVKANELAANDPDYSIRDPYNAIAKGDYPSWTFYIQVMTFEQAEKFRFNPFDLTK

                                                            >>>>>>>>>>>>>>>>
whole_body  301 IWPQAEYPLIKVGKMTLDRNPNNYFAEVEQIAFSPSHFVPGIEASPDKMLQGRLFAYADT
midgut      301 IWPQAEYPLIKVGKMTLDRNPNNYFAEVEQIAFSPSHFVPGIEASPDKMLQGRLFAYADT

                >>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>
whole_body  361 HRHRLGANHLQLPVNCPYRVSPKTYQRDGPMCFTDNQGGAPNYYPNSFAGPDTCPRALKL
midgut      361 HRHRLGANHLQLPVNCPYRVSPKTYQRDGPMCFTDNQGGAPNYYPNSFAGPDTCPRALKL

                >>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>
whole_body  421 NPPYKICGDVARFDSGETEDNYAQVTDFYRRVLDAPARERLAQNIAGHLCAASQFIQERA
midgut      421 NPPYKICGDVARFDSGETEDNYAQVTDFYRRVLDAPARERLAQNIAGHLCAASQFIQERA

                >>>>>>>>>>>>>>>>>>>>>>>>>>>>>>
whole_body  481 VKNFSQVDASLGQKLTELLNMYERKKCSNL
midgut      481 VKNFSQVDASLGQKLTELLNMYERKKCSNL
