Table S1

Strain Genotype Source
SEY6210 MATa leu2 ura3 his3 trpl lys2 suc2-A9 (€]

SHY?2 SEY6210; atgl::kanMX4 This study
SHY3 SEY6210; atgll::kanMX4 This study
SHY29 SEY6210; atg8::GFPplus-ATG8:: hphNT1 vphl::VPH1-mCherry::kanMX4 This study
SHY46 SEY6210; atg8::GFPplus-ATG8:: hphNT1 vphl::VPH1-mCherry::kanMX4 atgl::natNT2 This study
SHY58 SEY6210; atg7:: natNT2 This study
SHY70 SEY6210; atg2::kanMX4 This study
SHY75 SEY6210; atg15::hphNT1 This study
SHY80 SEY6210; his3A1::GPDP-mito-mCherry::CgHIS3 This study
SHY81 SEY6210; his3A1::GPDP-mito-mCherry::CgHIS3 This study
SHY86 SEY6210; rho® This study
SHY94 SEY6210; rho’ atgl::kanMX4 This study
SHY139 SEY6210; ctal::CTA1-3XxFLAG::kanMX4 This study
SHY140  SEY6210; ctal::CTAL-3xFLAG::kanMX4 atgl::natNT2 This study
SHY141  SEY6210; cttl::CTT1-3xFLAG::kanMX4 This study
SHY142 SEY6210; cttl::CTT1-3XxFLAG::kanMX4 atgl::natNT2 This study
SHY193  SEY6210; rho® atg8::GFPplus-ATG8:: hphNT1 vphl::VPH1-mCherry::kanMX4 This study
SHY194  SEY6210; rho® atg8::GFPplus-ATG8:: hphNT1 vph1::VPH1-mCherry::kanMX4 atgl::natNT2  This study
SHY196  SEY6210; atg32::hphNT1 This study
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