Table S4.  Performance of each of the reporter genes used individually as CFS predictors on the test set.  
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AKAP10 0 60 1 67 46.9

ANAPC11 0 59 2 67 46.1

ANAPC5 0 60 1 67 46.9

APP 1 60 1 66 47.7

ARL4C 24 54 7 43 60.9

ARPC5 2 59 2 65 47.7

ARSD 6 59 2 61 50.8

ATP6V1C1 1 60 1 66 47.7

CD2BP2 0 61 0 67 47.7

CD47 0 61 0 67 47.7

CEP350 3 56 5 64 46.1

CITED2 11 43 18 56 42.2

CRK 17 52 9 50 53.9

CXCR4 2 59 2 65 47.7

EIF4G1 1 60 1 66 47.7

ETS1 22 43 18 45 50.8

FNTA 0 59 2 67 46.1

GABARAPL1 1 60 1 66 47.7

GABPA 0 60 1 67 46.9

GCN1L1 1 59 2 66 46.9

GNAS 1 61 0 66 48.4

GSN 0 60 1 67 46.9

IFNAR1 2 59 2 65 47.7

IL10RA 52 23 38 15 58.6

JAK1 0 61 0 67 47.7

KHSRP 14 52 9 53 51.6

METTL3 7 58 3 60 50.8

MRPL23 21 52 9 46 57.0

MRRF 8 57 4 59 50.8

MSN 9 49 12 58 45.3

NFKB1 32 29 32 35 47.7

NHLH1 1 60 1 66 47.7

NR1D2 0 59 2 67 46.1

NUFIP2 0 59 2 67 46.1

PDCD6 7 57 4 60 50.0

PGM2 0 60 1 67 46.9

PKN1 39 40 21 28 61.7

PRKAA1 0 59 2 67 46.1

PRKAR1A 0 60 1 67 46.9

PUM2 5 55 6 62 46.9

REPIN1 1 60 1 66 47.7

RNF141 1 59 2 66 46.9

SNAP23 0 60 1 67 46.9

SORL1 4 54 7 63 45.3


TP = true positives, TN = true negatives, FP = false positives, FN = false negatives. “% Correct” refers to the percentage of predictions made correctly.  Cut-offs were determined for each gene by setting the FPR to 5% in the training set. 
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		Gene		TP		TN		FP		FN		% Correct

		AKAP10		0		60		1		67		46.9

		ANAPC11		0		59		2		67		46.1

		ANAPC5		0		60		1		67		46.9

		APP		1		60		1		66		47.7

		ARL4C		24		54		7		43		60.9

		ARPC5		2		59		2		65		47.7

		ARSD		6		59		2		61		50.8

		ATP6V1C1		1		60		1		66		47.7

		CD2BP2		0		61		0		67		47.7

		CD47		0		61		0		67		47.7

		CEP350		3		56		5		64		46.1

		CITED2		11		43		18		56		42.2

		CRK		17		52		9		50		53.9

		CXCR4		2		59		2		65		47.7

		EIF4G1		1		60		1		66		47.7

		ETS1		22		43		18		45		50.8

		FNTA		0		59		2		67		46.1

		GABARAPL1		1		60		1		66		47.7

		GABPA		0		60		1		67		46.9

		GCN1L1		1		59		2		66		46.9

		GNAS		1		61		0		66		48.4

		GSN		0		60		1		67		46.9

		IFNAR1		2		59		2		65		47.7

		IL10RA		52		23		38		15		58.6

		JAK1		0		61		0		67		47.7

		KHSRP		14		52		9		53		51.6

		METTL3		7		58		3		60		50.8

		MRPL23		21		52		9		46		57.0

		MRRF		8		57		4		59		50.8

		MSN		9		49		12		58		45.3

		NFKB1		32		29		32		35		47.7

		NHLH1		1		60		1		66		47.7

		NR1D2		0		59		2		67		46.1

		NUFIP2		0		59		2		67		46.1

		PDCD6		7		57		4		60		50.0

		PGM2		0		60		1		67		46.9

		PKN1		39		40		21		28		61.7

		PRKAA1		0		59		2		67		46.1

		PRKAR1A		0		60		1		67		46.9

		PUM2		5		55		6		62		46.9

		REPIN1		1		60		1		66		47.7

		RNF141		1		59		2		66		46.9

		SNAP23		0		60		1		67		46.9

		SORL1		4		54		7		63		45.3
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