Table S5. The universal primers and amplification conditions for obtaining the ITS2 sequence of plants and animals
(1) The sequences of the universal primers for PCR amplification of ITS2 sequences of plants have been described in Chen et al. (2010) and are shown below. 

ITS2F: 5'- ATGCGATACTTGGTGTGAAT-3'
ITS3R: 5'- GACGCTTCTCCAGACTACAAT-3'
Thermal Cycler program:

94 °C 5 min

94 °C 30 s, 56 °C 30 s, 72 °C 45 s, 40 cycles

72 °C 10 min

(2) The sequences of universal primers for PCR amplification of ITS2 sequences of animals have been described in White et al. (1990) and are shown below.
ITS3: 5'- GCATCGATGAAGAACGCAGC-3'
ITS4: 5'- TCCTCCGCTTATTGATATGC-3'
Thermal Cycler program:

95 °C 2–3 min

94 °C 30 s, 50–60 °C 30 s, 72 °C 30–120 s (depending on product size), 25 cycles

72 °C 10 min
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