Table S1
	ΔF4 Mutant

	Residue
	Position
	Total
	Apolar
	Backbone
	Sidechain
	Ratio(%)

	Gln 
	2
	71.86
	25.20
	1.42
	70.44
	49.0

	Pro 
	3
	52.41
	52.41
	11.43
	40.98
	39.0

	Phe 
	4
	Deleted 

	Trp 
	6
	77.56
	54.13
	12.25
	65.31
	29.1

	Tyr 
	343
	10.56
	2.24
	1.71
	8.85
	4.6

	Arg 
	344
	106.21
	33.17
	0.01
	106.20
	54.3

	F4A Mutant

	Gln 
	2
	71.86
	25.20
	1.42
	70.44
	49.0

	Pro 
	3
	49.00
	49.00
	8.01
	40.98
	39.0

	Ala 
	4
	10.16
	  10.16
	0.00
	10.16
	15.6

	Trp 
	6
	63.25
	40.93
	12.25
	51.00
	22.7

	Tyr 
	343
	8.74
	2.12
	0.00
	8.74
	4.50

	Arg 
	344
	97.01
	27.80
	0.00
	97.01
	49.6

	W6A Mutant

	Gln 
	2
	71.86
	25.20
	1.42
	70.44
	49.0

	Pro 
	3
	48.98
	48.98
	8.00
	40.98
	39.0

	Phe 
	4
	88.36
	88.36
	0.00
	88.36
	49.1

	Ala 
	6
	23.87
	10.53
	13.34
	10.53
	16.2

	Tyr 
	343
	12.33
	5.71
	0.00
	12.33
	6.4

	Arg 
	344
	68.67
	20.39
	0.00
	68.67
	35.1

	Y343A Mutant

	Gln 
	2
	71.86
	25.20
	1.42
	70.44
	49.0

	Pro 
	3
	48.98
	48.98
	8.00
	40.98
	39.0

	Phe 
	4
	62.80
	62.80
	0.00
	62.80
	34.9

	Trp 
	6
	47.05
	26.99
	12.25
	34.80
	15.5

	Ala 
	343
	7.84
	7.84
	0.00     
	7.84     
	12.1

	Arg 
	344
	68.67
	20.39
	0.00
	68.67
	35.1


