Table S7. Protein sequences used for GH9 phylogeny
	Gene/protein name, accession number
	Organism
	Enzyme
	Notes and reference*

	AAM91619 or At4g11050
	Arabidopsis thaliana (Eukaryota; Viridiplantae)
	putative glucanase (GH9_6), contains CBM2
	

	AAR01216 or Cel9B
	Ruminococcus albus 8 (Bacteria; Firmicutes; Clostridia)
	processive endocellulase, a theme D group of GH9 family
	[1]

	AAT48118 or Cel9C
	R. albus 8
	processive endocellulase, contains CBM37
	[2]

	BAA33708 (gene NtEG)
	termite Nasutitermes takasagoensis (Eukaryota; Metazoa)
	endo-1,4-glucanase (GH9_5)
	[3]

	BAB64431 or Cel9A,
	Ruminococcus albus F-40 (Bacteria; Firmicutes; Clostridia)
	cellulase VI
	[4]

	CAA31082 or CelA
	Cellvibrio japonicus [formerly Pseudomonas fluorescens subsp. cellulosa] (Bacteria; Gammaproteobacteria)
	endo-1,4-glucanase, contains CBM2 and CBM10
	[5]

	CAA40993 or CenC
	Cellulomonas fimi ATCC 484 (Actinobacteria)
	Endoglucanase, contains two CBM_4_9
	[6]

	CAA46570 or Cel1
	Streptomyces retuculi (Actinobacteria)
	secreted endoglucanase (avicelase, cellulase), contains CBM_4_9
	[7]

	CAB45061 or At4g24260
	A. thaliana (Eukaryota; Viridiplantae)
	endo-1,4-glucanase (GH9_4)
	Bevan et al., 1999; unpublished

	CAI94607 or Cel9B
	Acetivibrio cellulolyticus CD2 (Bacteria; Firmicutes; Clostridia)
	cellulosome glycoside hydrolase, contains two CBM3
	[8]

	Cthe_0040 or Cel9I
	Clostridium thermocellum ATCC 27405 (Bacteria; Firmicutes; Clostridia)
	endo-1,4-glucanase
	

	Cthe_0043 or Cel9N
	
	endo-1,4-glucanase
	

	Cthe_0274 or Cel9P
	
	
	

	Cthe_0412 or Cel9K
	
	
	

	Cthe_0413 or Cbh9A, YP_001036844
	
	GH9_1
	

	Cthe_0433
	
	
	

	Cthe_0543 or Cel9F
	
	
	

	Cthe_0578 or Cel9R
	
	
	

	Cthe_0624 or Cel9J (+Cel44A)
	
	
	

	Cthe_0625 or Cel9Q
	
	
	

	Cthe_0745 or Cel9W
	
	
	

	Cthe_0825 or YP_001037253
	
	GH9_2
	

	Cthe_2360 or Cel9U
	
	
	

	Cthe_2760 or Cel9V
	
	
	

	Cthe_2761
	
	
	

	Cthe_2812 or Cel9T
	C. thermocellum ATCC 27405
	Endoglucanase
	

	ORF00082
	Ruminococcus flavefaciens FD-1 (Bacteria; Firmicutes; Clostridia)
	[SIGN-CBM4-GH9-DOC1]
	

	ORF00325
	
	[SIGN-CBM4-GH9-UNK-TM]
	

	ORF00463
	
	[SIGN-CBM4-GH9-DOC1]
	

	ORF01045
	
	[SIGN-GH9-CBM3-DOC1]
	

	ORF01053
	
	[SIGN-GH9-CBM3-UNK-DOC1]
	

	ORF01132
	
	[SIGN-GH9-CBM3-DOC1]
	

	ORF01133
	
	[SIGN-CBM4-GH9-DOC1]
	

	ORF01327
	
	[SIGN-GH9-UNK-DOC1]
	

	ORF01899 or CelD, AAA17731
	R. flavefaciens FD-1
	beta-glucanase [UNK-TM-UNK-GH9-UNK-SORT]
	Vercoe and White, 1992; unpublished

	ORF02970
	
	[SIGN-GH9-CBM3-UNK]
	

	ORF02981
	
	[SIGN-GH9-CBM3-DOC1]
	

	ORF03577
	R. flavefaciens FD-1
	[SIGN-CBM4-GH9-DOC1]
	

	Sde_0636 or ABD79898
	Saccharophagus degradans 2-40 (Bacteria; Gammaproteobacteria)
	endo-1,4-glucanase (GH9_2)
	

	Tfu_2176 or E4 (CelE), AAB42155
	Thermobifida fusca YX (Actinobacteria)
	endo-1,4-glucanase (GH9_3), contains CBM2 and CBM3; has both endocellulase and exocellulase activity
	[9]


* articles describing a 3D structure of GH9 marked with PDB accession number(s).
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