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Supplemental Figure S2. Healthy Subject: Complete Molecular Distribution Analysis for Varying sVEGFR1
Secretion Rates. (A) Free VEGF and free sVEGFR1 distributions. (B) Total sVEGFR1 distribution. (C) Total VEGF121
distribution. (D) Total VEGF165 distribution. (continued on next page)
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Supplemental Figure S2. (continued)
(E) Extracellular matrix binding site occupancies. (F) Endothelial basement membrane binding site occupancies. (G)
Parenchymal basement membrane binding site occupancies. (H) VEGFR1 occupancies. (I) VEGFR2 occupancies. (J)
NRP1 occupancies. (K) VEGF-bound VEGFR complexes.


