
  

        

Diffuse 1 Diffuse 2 Inflammatory Limited Normal-like

 FN3KRP Fructosamine-3-kinase-related protein 
 NCKAP1 NCK-associated protein 1
 MAB21L2 Mab-21-like 2 (C. elegans) 
 SAMD10 Sterile alpha motif domain containing 10 
 GPT Glutamic-pyruvate transaminase (alanine aminotransferase) 
 GFAP Glial fibrillary acidic protein  
 MT Malonyl-CoA:acyl carrier protein transacylase, mitochondrial 
 IL27 Interleukin 27 
 RAI16 Retinoic acid induced 16 
 DIRC1 Disrupted in renal carcinoma 1 
 UHSKerB Keratin, ultrahigh sulfur, B 
 MT1A Metallothionein 1A (functional)
 DICER1 Dicer1, Dcr-1 homolog (Drosophila) 
 PGM1 Phosphoglucomutase 1 
 EXOSC6 Exosome component 6 
 KCTD15 Potassium channel tetramerisation domain containing 15 
 DPP3 Dipeptidylpeptidase 3 
 CKLFSF1 Chemokine-like factor super family 1 
 EMR2 Egf-like module containing, mucin-like, hormone receptor-like 2 
 POLD4 Polymerase (DNA-directed), delta 4 
 ATP6V1B2 ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B, isoform 2 
 LMOD1 Leiomodin 1 (smooth muscle) 
 LOC400581 GRB2-related adaptor protein-like 

 MLL5 Myeloid/lymphoid or mixed-lineage leukemia 5 (trithorax homolog, Drosophila) 
 RIP RPA interacting protein 
 LILRB5 Leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 5 
 LOC123876 Xenobiotic/medium-chain fatty acid:CoA ligase 
 IKBKG Inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase gamma 
 8LDLR Low density lipoprotein receptor (familial hypercholesterolemia) 
 CLDN6 Claudin 6 
 OAS3 2’-5’-oligoadenylate synthetase 3, 100kDa 
 PRKY Protein kinase, Y-linked 
 RNF121 Ring finger protein 121 
 TM9SF4 Transmembrane 9 superfamily protein member 4 
 TPRA40 Seven transmembrane domain orphan receptor 
 CBLL1 Cas-Br-M (murine) ecotropic retroviral transforming sequence-like 1 
 ZSCAN2 Zinc finger and SCAN domain containing 2
 TMOD3 Tropomodulin 3 (ubiquitous) 
 GATA2 GATA binding protein 2 
 CREB3L3 CAMP responsive element binding protein 3-like 3  
 NICN1 Nicolin 1 
 CROC4 Transcriptional activator of the c-fos promoter 
 SP1 Sp1 transcription factor 
 TRPM7 Transient receptor potential cation channel, subfamily M, member 7 
 LRRIQ2 Leucine-rich repeats and IQ motif containing 2 
 ZNF572 Zinc finger protein 572 
 MTRF1L Mitochondrial translational release factor 1-like
 PREB Prolactin regulatory element binding 
 ANP32A Acidic (leucine-rich) nuclear phosphoprotein 32 family, member A 
 OPRK1 Opioid receptor, kappa 1 
 PTP4A3 Protein tyrosine phosphatase type IVA, member 3 
 ESPL1 Extra spindle poles like 1 (S. cerevisiae) 
 Similar to Tubulin beta-4q chain 
 SYT6 Synaptotagmin VI 
 MICB MHC class I polypeptide-related sequence B 
 PSMD11 Proteasome (prosome, macropain) 26S subunit, non-ATPase, 11 
 CDT1 DNA replication factor 
 FGF5 Fibroblast growth factor 5 
 CDC7 CDC7 cell division cycle 7 (S. cerevisiae) 
 APOH Apolipoprotein H (beta-2-glycoprotein I) 
 ATAD2 ATPase family, AAA domain containing 2 
 FXYD2 FXYD domain containing ion transport regulator 2 
 OGDHL Oxoglutarate dehydrogenase-like 
 PPFIA4 Protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interacting protein (liprin), alpha 
 PCNT2 Pericentrin 2 (kendrin) 
 CGI-90 CGI-90 protein 
 ME2 Malic enzyme 2, NAD(+)-dependent, mitochondrial 
 HPS3 Hermansky-Pudlak syndrome 3
 TNFRSF12A Tumor necrosis factor receptor superfamily, member 12A 
 B3GAT3 Beta-1,3-glucuronyltransferase 3 (glucuronosyltransferase I) 
 SYMPK Symplekin 
 CACNG6 Calcium channel, voltage-dependent, gamma subunit 6 
 TTR Transthyretin (prealbumin, amyloidosis type I) 
 TRIP TRAF interacting protein 
 LGALS8 Lectin, galactoside-binding, soluble, 8 (galectin 8)
 CENPE Centromere protein E, 312kDa 
 GSG2 Haspin 
 RAD51AP1 RAD51 associated protein 1 
 IL23A Interleukin 23, alpha subunit p19 
 MT1X Metallothionein 1X 
 AKAP13 A kinase (PRKA) anchor protein 13 
 Similar to immunoglobulin M chain 
 F7 Coagulation factor VII (serum prothrombin conversion accelerator) 
 IGHG4 Immunoglobulin heavy constant gamma 4 (G4m marker) 
 IGH@ Immunoglobulin heavy locus 
 IGLL1 Immunoglobulin lambda-like polypeptide 1 
 IGLL1 Immunoglobulin lambda-like polypeptide 1 
 IGKC Immunoglobulin kappa constant 
 IGKC Immunoglobulin kappa constant
 HLA-DQB1 Major histocompatibility complex, class II, DQ beta 1 
 HLA-DQA1 Major histocompatibility complex, class II, DQ alpha 1 
 HLA-DQA2 Major histocompatibility complex, class II, DQ alpha 2
 HLA-DPB1 Major histocompatibility complex, class II, DP beta 1 
 LYZ Lysozyme (renal amyloidosis) 
 LGALS2 Lectin, galactoside-binding, soluble, 2 (galectin 2) 
 HLA-DRB1 Major histocompatibility complex, class II, DR beta 4 
 FAM20A Family with sequence similarity 20, member A
 EVI2B Ecotropic viral integration site 2B 
 CPVL Carboxypeptidase, vitellogenic-like 
 PAG Phosphoprotein associated with glycosphingolipid-enriched microdomains 
 RGS10 Regulator of G-protein signalling 10 
 AIF1 Allograft inflammatory factor 1 
 IFI16 Interferon, gamma-inducible protein 16 
 IFI16 Interferon, gamma-inducible protein 16 
 FAP Fibroblast activation protein, alpha
 SULF1 Sulfatase 1 
 EBI2 Epstein-Barr virus induced gene 2 (lymphocyte-specific G protein-coupled receptor)
 GEM GTP binding protein overexpressed in skeletal muscle
 IFIT2 Interferon-induced protein with tetratricopeptide repeats 2
 GBP1 Guanylate binding protein 1, interferon-inducible, 67kDa 
 LOC400759 Similar to Interferon-induced guanylate-binding protein 1 (GTP-binding protein 1) 
 FCGR3A Fc fragment of IgG, low affinity IIIb, receptor for (CD16)
 CCL2 Chemokine (C-C motif) ligand 2 
 CLS1 Hematopoietic cell-specific Lyn substrate 1 
 A2M lpha-2-macroglobulin 
 NUP62 Nucleoporin 62kDa 
 ITGB2 Integrin, beta 2 (antigen CD18 (p95), lymphocyte function-associated antigen 1
 HLA-DRB5 Major histocompatibility complex, class II, DR beta 4 
 LGALS9 Lectin, galactoside-binding, soluble, 9 (galectin 9)
 GZMK Granzyme K (serine protease, granzyme 3; tryptase II) 
 GZMH Granzyme H (cathepsin G-like 2, protein h-CCPX)
 CCR5 Chemokine (C-C motif) receptor 5 
 IL10RA Interleukin 10 receptor, alpha 
 MFNG Manic fringe homolog (Drosophila) 
 ALOX5AP Arachidonate 5-lipoxygenase-activating protein 
 MS4A6A Membrane-spanning 4-domains, subfamily A, member 6A 
 MRC1 Mannose receptor, C type 1
 HLA-DOA Major histocompatibility complex, class II, DO alpha 
 HLA-DMA Major histocompatibility complex, class II, DM alpha 
 HLA-DOA Major histocompatibility complex, class II, DO alpha
 HLA-DPA1 Major histocompatibility complex, class II, DP alpha 1 
 SLCO2B1 Solute carrier organic anion transporter family, member 2B1 
 F13A1 Coagulation factor XIII, A1 polypeptide
 MPEG1 Macrophage expressed gene 1 
 VSIG4 V-set and immunoglobulin domain containing 4
 LILRB2 Leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 2 
 APOL3 Apolipoprotein L, 3 
 GIMAP6 GTPase, IMAP family member 6 
 ZFYVE26 Zinc finger, FYVE domain containing 26 
 CPA3 Carboxypeptidase A3 (mast cell)
 CDW52 CDW52 antigen (CAMPATH-1 antigen) 
 CD8A CD8 antigen, alpha polypeptide (p32) 
 PTPRC Protein tyrosine phosphatase, receptor type, C 
 CCL4 Chemokine (C-C motif) ligand 4 
 COL6A3 Collagen, type VI, alpha 3
 ICAM2 Intercellular adhesion molecule 2
 IFIT1 Interferon-induced protein with tetratricopeptide repeats 1 
 MX1 Myxovirus (influenza virus) resistance 1, interferon-inducible protein p78 (mouse)
 DDX58 DEAD (Asp-Glu-Ala-Asp) box polypeptide 58 
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* p < 0.001


