Table S1. Amino acid sequence of competence stimulating peptides (CSPs) from strains of streptococci assigned to species according to the cluster analysis in Fig. 1 (SK strains) or as indicated in previously publications. Cluster-specific amino acid signatures within the leader sequence are summarized in Table 1. 

	Species

   Strain
	Ref.
	                      Amino acid sequence of ComC

            Sequence of mature CSP is given in bold capital letters

	S. pneumoniae
	
	

	  Rx 
	[29]
	mkntvkleqfvalkekdlqkikggEMRLSKFFRDFILQRKK 

	  NCTC 7465T/SK673
	
	

	  SK 848
	
	

	  SK 852
	
	

	  SK 853
	
	

	  SK 856
	
	

	  SK 858  
	
	

	  SK 862  
	
	

	  SK 865  
	
	

	  SK 867  
	
	

	  A66 
	[30]
	mkntvkleqfvalkekdlqkikggEMRISRIILDFLFLRKK

	  SK 618
	
	

	  SK 680  
	
	

	  SK 851 
	
	

	  SK 854 
	
	

	  CSP-2.2 
	[31]
	mkntvkleqfvalkekdlqnikggEMRISRIILDFLFLRKK

	  SK 676
	
	mkntvkleqfkkltekelqeiqggERRIPDVIRSLLFQKRK

	  CSP-3 
	[31]
	mkntvkleqfvalkekdlqniqggEMRKMNEKSFNIFNFFNFFNFFRRR

	  CSP-4 
	[31]
	mkntvkleqfvalkekdlqniqggEMRKMNEKSFNIFNFFNFFRRR

	  CSP-5 
	[31]
	mkntvkleqfvdlkekdlqeiqggESRLPKILLDFLFLRKK

	  CSP-6.1 
	[31]
	mkntvkleqfvalkekdlqkikggEMRLPKILRDFIFPRKK

	S. mitis
	
	

	  B5 
	[32]
	mkntvkleqfvalkekdlqkikggESRLPKIRFDFIFPRKK

	  B6  
	[32]
	mkntvkleqfvalkekdlqkikggEMRKPDGALFNLFRRR

	  Hu8  
	[32]
	mkntvkleqfvalkekdlqkiqggEMRKSNNNFFHFLRRI

	  SK 262
	
	mkntvkleqfvalkekdlqkiqggEMRRSNNNFFNFLRRI

	  CSP-7  
	[31]
	mkntvkleqfvalkekdlqeirggESRVSRIILDFLFQRKK

	  CSP-8  
	[31]
	mkntvkleqfvalkekdlqnikggESRISDILLDFLFQRKK

	  SK 675  
	
	mkntvkleqfvalkekdlqeirggESRVSRIILDFLFLRKK      

	  SK 612  
	
	mkntvkleqfvalkekdlqkikggESRLSRLLRDFIFQIKQ  

	  SK 611  
	
	mkntvkleqfvalkekdlqeikggEMRLPKILRDFIFPRKK    

	  SK 564
	
	mknivkleqfvvlkekdlqkiqggESRVSDILLDFLFRRKK      

	  SK 137
	
	mkntvkleqfvalkekdlqeiqggESRLPKIRFDFIFPRKK      

	  SK 615
	
	mkntvkleqfvalkekdlqkiqggEMRKSNNTFFNFLRRI       

	  SK 598  
	
	mkntvkleqfvalkekdlknikggEMRRIDKIFINFLKRR       

	  SK272
	
	mkntvkleqfvalkekdlgniqggEMRRIDKIFINFLKRR

	  SK616
	
	

	  SK 599
	
	mkntvkleqfvalkekdlqeikggEMRRIGSVLLNFFKRR 

	  NCTC 8029/CSP-9 
	[32]
	mkntvkleqfvalkekdlqkiqggEMRKPDGALFNLFRRR

	  SK 596
	
	mkntvkleqfvslkekdlqkiqggEMRKPDGALFILFRRR       

	  SK 601  
	
	mkntvqleqfvalkekdlqkikggEMRKMNEKSFNIFNIFSIFRRR 

	  SK 614  
	
	mkntvkleqfvalkekdlqkikggEMRKMNEKSFNFFNIFRRR    

	  SK 667
	
	mkntvkleqfvslkekdlqkiqggEIRKSNSALVNFFKRR       

	  SK 609  
	
	mkntvkleqfvdlkekdlqkikggEIRKTSNSLLNFFKRR       

	  SK 608
	
	mkntvkleqfvalkekdlqkinggEIRKTSNSLLNFFKRR       

	  SK 602
	
	mkntakleqfvalkekdlqkikggEIRKTSNSLLNFFKRR       

	  NTCT 12261T  
	[32]
	mkntvnldkfvelkekdlqniqggEIRQTHNIFFNFFKRR       

 

	  SK 138  
	
	

	  SK 271  
	
	

	  SK 572  
	
	

	  SK 322  
	
	

	  SK 145
	
	mkntvkleqfveltevemqeiqggDMRISESIRNLIFPRKKK 

	S.pseudopneumoniae
	
	

	  CCUG49455/SK1069
	
	mkntvkleqfvalkekdlqkikggEMRLPKILRDFIFPRKK    

	  SK 674  
	
	mkkntdfaqmkdfqqlnekelqeirggEWRPPYTINNFLFPKRK      

	S. oralis
	
	

	  SK23/NCTC 11427 T 
	[32]
	mkntekleqfkevteaelqeirggDKRLPYFFKHLFSNRTK

	  SK10/NCTC 7864
	
	

	  SK 595  
	
	

	  SK 610
	
	mkntgkleqfkevteaelqeirggDKRLPYFFKHLFSNRTK

	  SK153
	
	mkntvkleqfkevteaelqeirggDKRLPYFFKHLFSNRTK

	  SK 286
	
	

	  SK 39
	
	mkntvkleqfkkltekelqeiqggDKRGLMDLFKQIPIFRRK

	  SK79
	
	

	  SK 571
	
	mnntvqleqfkevtetelqeirggDKRGLMDLFKQIPIFRRK

	  SK 92  
	
	mkntvkleqfkevteaelqeirggDWRISETIRNLIFPRRK

	  SK 100
	
	

	  SK 105  
	
	

	  SK 113  
	
	

	  SK 141  
	
	

	  SK 155  
	
	

	  SK 304  
	
	

	  DSM 20066 
	
	

	  SK 34
	
	mkntvkleqfkevtetelqeirggEWRIPELIRNLIFPKRK

	  SK96
	
	

	  SK103
	
	

	  SK 305
	
	mkntekleqfkkvteaelqeirggEIRKENNFLFYFFKRK

	  CSP-6.2  
	[31]
	mkntvkleqfvalkekdlqeikggEMRLPKILRDFIFPRKK

	  SK 5971  
	
	mkntvkleqfvalkekdlqkirggEMRRIDEKLVGIFNFFRRR

	S. infantis
	
	

	  SK 140
	
	mkkntqfaqmkdfqelnekelqeirggDIRLPHIIKKLFSK

	  SK 350
	
	mkkhtgfaqmkdfqelnekelqeirggEWRPMYTINNFLFSKSK      

	  SK 283
	
	mkkntgfaqmkdfqqlnekelqeirggDIRSFKFLNKIFPKK         

	  SK 282/ CCUG25812
	
	mkkntdfaqmkdfqqlnekelqeirggDIRSFKFLNKIFPKK

	  SK 605
	
	


1According to other data (see text) SK597 is a hybrid of S. mitis and S. oralis.

