
0

10

20

30

40

50

Control RNAi TpnC41C RNAi

TpnC41C
Gst2
Dipt

0

10

20

30

40

50

60

Gst2(-/-) Gst2(-/+)

Gst2

act88F

Dipt

0

50

100

150

200

250

w t Control Gst2(GS) Gst2(GS);Gst2 muscle

Gst2

act88F

Dipt

R
el

at
iv

e 
Ex

pr
es

si
on

B C

Supplementary Figure S2

A

R
el

at
iv

e 
Ex

pr
es

si
on

*

*

*
*

* *

*

Fig. S2. Gst2 and TpnC41C RNA levels are reduced in Gst2 mutant and TpnC41C RNAi flies, 
respectively. (A) Relative RNA levels of TpnC41C, Gst2 and Dipt in flies of the UAS-
yuriRNAi/+;dMef2-GAL4/+ and UAS-TpnC41CRNAi/+;dMef2-GAL4/+ genotypes, presented as 
Control RNAi and TpnC41C RNAi respectively. (B,C) Relative RNA levels of Gst2, act88F and Dipt
in flies of the following genotypes: Gst206253/04227allele, presented as Gst2(-/-) and Gst206253/+, flies 
presented as Gst2(-/+). (B) and w1118, presented as wt Control, Gst2GS2160, presented as 
Gst2(GS) and Gst2GS2160;dMef2-GAL4/+ (overexpression of the fly muscle specific gene Gst2 in 
the Gst2GS2160 loss of function background flies), presented as Gst2(GS);Gst2 muscle (C). 
TpnC41C levels in the TpnC41C RNAi group differed from that in the Control RNAi group in A (*P = 
0.02; two tailed t-test) and Gst2 levels in Gst206253/04227 differed from that of Gst206253/+in B and 
Gst2GS2160 differed from that of w1118 and Gst2GS2160;dMef2-GAL4/+ in C (*P < 0.01; two tailed t-
test). 




