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Figure S5 Cont.
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S5 Fig. Binding and neutralization properties of repeat infection DENV-immune human sera following depletion of DENV2 rE-binding antibodies. Beads conjugated to DENV2 rE were used to deplete rE-binding antibodies in human immune sera. The depleted sera were assessed for binding to rE (A, E, I, M, Q) and whole virions (B, F, J, N, R) from DENV1-4 as well as  neutralization (C, D, G, H, K, L, O, P, S, T) of DENV1-4. Error bars indicate Standard Error of the Mean (SEM).  
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