S4 Table. Distribution of ITS genotypes by host and location. Host range and geographical distribution of ITS genotypes of Enterocytozoon bieneusi referred in this study.
	Genotype
	Host (Location)a
	Reference

	A
	Human (Cameroon, Gabon, Germany, Netherlands, Niger, Peru, Switzerland, Thailand), NHP (Kenya), Bird (CZE) 
	
 ADDIN EN.CITE 
[1-3]


	CHN7
	Pig (China)
	
 ADDIN EN.CITE 
[4]


	CS-4
	Human (China), NHP(China), Cattle (China), Pig (China), Sheep (China)
	5[]


	D
	Humans (Cameroon, China, Congo, England, Gabon, Malawi, Netherlands, Niger, Nigeria, Peru, Russia, Spain, Thailand, Vietnam), NHP (China, Kenya, Rwanda, USA), Cattle (Argentina, Korea, South Africa, USA), Horse (Colombia), Pig (China, CZE, Japan, USA), Cat (China), Dog (China, Portugal), Beaver (USA), Falcon (Abu Dhabi), Fox (China, Spain, USA), Mice (CZE, Germany), Muskrat (USA), Rabbit (Spain), Raccoon (USA), Raccoon dogs (China), Otter (USA), Wild boar (Austria, CZE, Slovak Republic), Bird (Iran), DSW (China), WW (China, Tunisia), WWTP (Spain)
	6[]


	EbpA
	Human (China, CZE, Nigeria), NHP (China), Cattle (Germany), Horse (CZE), Pig (China, CZE, Germany, Japan, Poland, Switzerland, USA), Dog (China), Mice (CZE), Bird (CZE)
	
 ADDIN EN.CITE 
[3,4,7]


	EbpB
	Pig (China, Switzerland )
	
 ADDIN EN.CITE 
[4]


	EbpC
	Human (China, Peru, Thailand, Vietnam), NHP (China), Cattle (Argentina), Pig (China, Germany, Japan, Switzerland, Thailand), Dog (China), Beaver (USA), Fox (USA), Muskrat (USA), Otter (USA), Raccoon (USA), Wild boar (Austria, CZE, Poland, Slovak Republic), DSW (China), Lake water (China), WW (China)
	5[]


	Henan-I
	Human (China), Pig (China), Deer (USA), Wild boar (Austria), Lake water (China) 
	8[]


	Henan-IV
	Human (China), Pig (China), Chicken (China)
	9[]


	IV
	Human (Cameroon, China, England, France, Gabon, Malawi, Netherlands, Niger, Nigeria, Peru, Uganda), NHP (China), Cattle (Korea, Portugal, USA), Cat (Colombia, Germany, Japan, Portugal), Dog (China, Colombia), Bear (USA), Ostrich (Spain), Snake (China), Squirrel (USA), Vole (USA), Lake water (China), WW (China, Ireland, Tunisia)
	5[]


	Nig2
	Human (Nigeria)
	
 ADDIN EN.CITE 
[10]


	O
	Human (Thailand), NHP (China), Pig (China, Germany, Thailand), Dog (China)
	
 ADDIN EN.CITE 
[2,7,11]


	Peru7
	Human (Peru), NHP (Kenya)
	
 ADDIN EN.CITE 
[1,2]


	Peru8
	Human (China, Malawi, Nigeria, Peru, Tunisia), NHP (China), Dog (China), Mice (CZE)
	
 ADDIN EN.CITE 
[2,7,12]


	Peru10
	Human (Peru), Cat (Colombia )
	
 ADDIN EN.CITE 
[2]


	Peru11
	Human (China, Peru, Thailand), NHP (China, Kenya)
	
 ADDIN EN.CITE 
[1,2,13]


	PigEBITS3
	Pig (China, Korea, Switzerland, USA)
	
 ADDIN EN.CITE 
[4]


	PigEBITS7
	Human (China, Thailand), NHP (China), Pig (USA)
	
 ADDIN EN.CITE 
[2,13]


	WL11
	Human (Peru), Cat (Colombia), Dog (Colombia), Fox (USA)
	
 ADDIN EN.CITE 
[2]



aCZE: Czech Republic; NHP: nonhuman primates; DSW: drinking source water; WW: wastewater; WWTP: wastewater treatment plant.
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