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	Selection Method
	Selection

	
	Positive
	Negative

	SLACa
	0
	82

	FELa
	1
	159

	IFELa
	1
	115

	RELb
	1
	9

	FUBARc
	1
	499

	MEMEd
	1
	NA


aNumber of sites where P< 0.05.
bNumber of sites where Bayes factor >100.
cNumber of sites where posterior probability (β>α) >0.9.
dNumber of sites where P<0.01.

