Text S1

[bookmark: _GoBack]Validation of tsetse RNA-seq results with qPCR. The RNA-seq expression values (log2 ratios) for 12 genes plotted against qPCR values (log2 ratios). The Pearson correlation coefficient (R=0.773) and goodness of fit (R2= 0.594) were high indicating correlation.  This indicates the qPCR validates the tsetse RNA-seq data. * indicates data that were obtained from other publications in literature [31].
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Fold change   Fold change  

Salivary gland protein  Accession contol qPCR

Log

2

 of qPCR

 in control RNA-seq

Log

2

 of RNA-seq

1 tsetse thrombin inhibitor* AF054616.1 1.86 0.895302621 0.641 -0.641603738

2 tsetse antigen 5*  AF259957.1 2.86 1.516015147 2.53 1.339137385

3 tsetse salivary gland  protein 1* AF259958.1 5.88 2.555816155 4.12 2.042644337

4 tsetse salivary gland  protein 2* EF409243.1 2.7 1.432959407 2.51 1.327687364

5 tsetse salivary gland growth factor 1* AF140521.1 4.76 2.250961574 1.4 0.485426827

6 tsetse salivary gland growth factor 2* AF140522.1 4.35 2.121015401 1.64 0.713695815

7 5'nucleotidase*  AF384674.1

20

4.321928095 5.06 2.339137385

8 salivary gland protein 3*  EF398273.1

12.5 3.64385619 3.26 1.704871964

9 salivary secreted peptide  EZ424433.1

5.98 2.580145484 2.61 1.384049807

10 salivary secreted peptide EF398271.1

16.525 4.046578367 2.78 1.475084883

11 Tubulin  DQ377071.1

5.96 2.575312331 6.11 2.61117238

12 Fe/Zn transporter EZ422920.1

0.71 -0.49410907 0.50 -1
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