Table S7. Prediction of GO molecular functions based on the coexpression network CoExpsz,. Refer to
Table S3 for more details.
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gl s (()“ TriTrypDB annotation (v2.0)
Tb927.5.4120 > Hypothetical protein
Tb09.160.2400 * Hypothetical protein
Tb927.2.4700 * Hypothetical protein
Th927.4.3660 ** Hypothetical protein
Tb927.10.3970 * Hypothetical protein
Tb11.02.0445 * Hypothetical protein
Tb09.160.3160 * Hypothetical protein
Tb11.01.7730 * Hypothetical protein
Tb927.7.4120 * Hypothetical protein
Tb927.3.1370 N 408 ribosomal protein S25
Tb09.211.1270 * Hypothetical protein
Tb11.02.3880 * Hypothetical protein
Tb927.3.3690 * Flagellar radial spoke protein-like
Tb11.46.0005 ** | Hypothetical protein

* 1%10™ < p-value < 0.01
**  1x107 < p-value < 1x10™
***  1x10™ < p-value < 1x107



