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	37
	77|35
	96|140
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a Amino acid positions numbered according to the sequence alignments of the 4 DENV types
b Species (#) column indicates the number of viral species that shared at least 9 consecutive amino acids of the pan-DENV sequence
c Percentage representation (rounded to whole number) of the pan-DENV sequences is only shown for viral species with ≥ 10 total sequences reported at the NCBI Entrez protein database. These viral species included: LEV, St. Louis encephalitis virus; WNV, West Nile virus; JEV, Japanese encephalitis virus; MVE, Murray Valley encephalitis virus; UV, Usutu virus; KBV, Kokobera virus; IH, Ilheus virus; TBEV, Tick-born encephalitis virus; LV, Langat virus; OMSK, Omsk hemorrhagic fever virus; LIV, Louping ill virus; PV, Powassan virus; KDFV, Kyasanur forest disease virus; and YFV, Yellow fever virus. However, despite having a total of ≥ 10 sequences reported, some of these viruses had less than 10 of the relevant conserved sequence (indicated by cells shaded in grey). Empty cells indicate no match between the pan-DENV sequences and the Flavivirus.
