Table S1.   Frequency of decreased expression and methylation of 

genes undergoing cancer-specific hypermethylation in breast and colon cell lines
	Gene

	Expressed in normal colon

	% of CRC lines with decreased expression

	% of CRC lines with decreased expression due to promoter  methylation

	Expressed in normal breast

	% of breast lines with decreased expression

	% of breast cell lines with decreased expression due to promoter methylation


	APC2
	+/-
	67%
	67%


	+/-
	80%


	60%



	CD109
	++
	33%
	33%


	++
	40%


	20%



	CHD5
	++
	67%
	33%


	+/-
	10%


	10%



	COL7A1
	++
	67%
	67%


	++
	80%


	80%



	C14orf21
	++
	0%
	0%


	++
	20%


	10%



	EVL
	++
	50%
	33%


	++
	0%


	0%



	GPNMB
	++
	83%
	83%


	++
	36%


	36%



	GUCY1A2
	++
	100%
	83%


	++
	60%


	10%



	ICAM5
	++
	17%
	17%


	++
	30%


	10%



	LGR6
	++
	50%
	50%


	++
	70%


	30%



	MMP2
	++
	83%
	83%


	++
	30%


	10%



	NRCAM
	++
	83%
	67%


	++
	60%


	10%



	PTPRD
	++
	67%
	50%


	++
	50%


	20%



	RET
	++
	83%
	50%


	++
	0%
	0%



	RNF182
	++
	83%
	33%


	++
	50%



	0%



	STARD8
	++
	17%
	17%


	++
	20%


	10%



	SYNE1
	++
	100%
	100%


	++
	100%


	50%

	ZNF432
	++
	17%
	17%


	++
	20%


	10%


++ = expressed; +/- = weak expression

