	Table S6. Sensitivity analyses of phylogenetic clustering results to the evolutionary model and bootstrap and genetic distance thresholds. 

	 
	Total clusters
	Cluster size distribution 
	Clusters containing only incident cases 
	Household clustersa
	Intra-community clustersb 
	Cross community clustersc 

	Model of nucleotide evolution 
	Bootstrap threshold (%)
	Genetic distance threshold
	No.
	No. of Participants in cluster (frequency)
	No. of Clusters (% of clusters)
	No. of Clusters (% of clusters)
	No. of Clusters (% of clusters)
	No. of Clusters (% of clusters)

	HKY-85
	99
	yes
	39
	2 (34), 3 (4), 5 (1)
	4 (10.2)
	12  (30.1)
	9 (23.0)
	18 (46.1)

	
	90
	yes
	95
	2 (82), 3 (9), 4 (2), 5 (2)
	6 (6.3)
	42 (44.2)
	15 (15.8)
	38 (40.0)

	
	80
	yes
	109
	2 (94), 3 (10), 4 (3), 5(2)
	5 (4.6)
	48 (44.0)
	18 (16.5)
	43 (39.4)

	
	70
	yes
	112
	2 (97), 3 (10), 4 (3), 5 (2)
	5 (4.4)
	49 (43.8)
	19 (17.0)
	44 (39.2)

	HKY-85
	99
	no
	64
	2 (54), 3 (7), 4 (1), 5 (1), 6 (1)
	5 (7.8)
	24 (37.5)
	9 (14.0)
	31 (48.4)

	
	90
	no
	108
	2 (84), 3 (16), 4 (4), 5 (3), 6 (1)
	6 (5.6)
	42 (38.9)
	17 (15.7)
	49 (45.3)

	
	80
	no
	137
	2 (107), 3 (22), 4 (4), 5 (3), 7 (1)
	6 (4.8)
	50 (36.5)
	25 (18.2)
	62 (45.2)

	
	70
	no
	158
	2 (122), 3 (27), 4 (4), 5 (3), 7 (1), 9 (1)
	6 (3.7)
	54 (34.1)
	27 (27.0)
	77 (48.0)

	GTR+I+G
	99
	yes
	39
	2 (34), 3 (4), 5 (1)
	4 (10.2)
	13 (33.3)
	8 (20.5)
	18 (46.1)

	
	90
	yes
	92
	2 (80), 3 (8), 4 (2), 5 (1)
	6 (6.5)
	40 (44.6)
	14 (15.2)
	37 (40.2)

	
	80
	yes
	105
	2 (91), 3 (9), 4 (3), 5 (2)
	5 (4.7)
	48 (45.8)
	17 (16.2)
	40 (38.1)

	
	70
	yes
	109
	2 (95), 3 (9), 4 (3), 5 (2)
	5 (4.6)
	49 (45.0)
	18 (16.5)
	42 (38.5)

	GTR+I+G
	99
	no
	40
	2 (35), 3 (4), 5 (1)
	4 (10.0)
	13 (32.5)
	8 (20.0)
	19 (47.5)

	
	90
	no
	103
	2 (82), 3 (14), 4 (4), 5 (2), 6 (1)
	6 (5.8)
	40 (38.8)
	16 (15.5)
	47 (45.6)

	
	80
	no
	134
	2 (104), 3 (21), 4 (5), 5 (3), 7 (1)
	5 (3.7)
	51 (38.1)
	23 (17.2)
	60 (44.8)

	 
	70
	no
	150
	2 (113), 3 (27), 4 (5), 5 (4), 7 (1)
	6 (4.0)
	53 (35.3)
	26 (17.3)
	71 (47.3)

	a Refers to clusters of two individuals who share the same household b Refers to clusters of two more individuals who spanned households but shared the same community c Refers to clusters of two or more individuals who spanned households and communities 



