
Q461e2       MRVMGIQRNYQHLWRWGTMLLGMLMTCSVTGQWVTVYYGVPVWKDAETTLFCASDAKAYETEK
Q461d1       ---------------------------------------------------------------

Q461e2       HNVWATHACVPTDPNPQEIRLENVTEDFNMWKNSMVEQMNEDIISLWDQSLKPCVKLTPLCVT
Q461e1       ---------------------------------------------------------------

Q461e2       LNCTDWTNNATSTNQTTPATSEETGVKNCSFNITTELRDKKQKVYSLFYKLDVVQISENNSSN
Q461d1       ----------------------------------------------------------S----

Q461e2       SSNFTQYRLINCNTSAITQACPKVSFEPIPIHYCAPAGFAILKCNDSVFNGTGPCKNVSTVQC
Q461d1       ---------------------------------------------------------------

Q461e2       THGIKPVVSTQLLLNGSLAERKVMIRSENITNNAKNIIVQFTKPVNITCIRPGNNTRKSVRIG
Q461d1       ---------------------------------------------------------------

Q461e2       PGQAFYATGDITGDIRNAHCVVNRTEWNNTLQKVVEQLREYFPNKTIIFTNSSGGDIEITTHS
Q461d1       ---------------------------------------------------------------

Q461e2       FNCGGEFFYCNTSKLFNSRWENNGTANMLKNDTGSNETTLILRCRIKQIINMWQRVGQAMYAP
Q461d1       ---------------------------------------------------------------

Q461e2       PIQGVINCTSNITGLILTRDGGGENDTETFRPGGGDMRDNWRSELYKYKVVKLEPLGVAPTMA
Q461d1       ---------------------------------------------------------------

Q461e2       KRRVVEREKRAVGMAAVFLGFLGTAGSTMGAASLTLTVQARQLLSGIVQQQSNLLKAIEAQQH
Q461d1       ---------------------------------------------------------------

Q461e2       LLRLTVWGIKQLQARVLAVERYLKDQQLLGIWGCSGKLICTTSVPWNSSWSNKTQQEIWNNTT
Q461d1       ----A----------------------------------------------------------

Q461e2       WLQWDKEISNYTGTIYRLLEESQNQQEKNEQDLLALDKWANLWNWFDISKWLWYIKIFIMVVG
Q461d1       -----------------------------------------------V------------I—

Q461e2       GLIGLRIVFAIISVVNRVRQGYSPLSFQIPTPNPEGLDRPGRIEEGGGEQDRTRSIRLVSGFL
Q461d1       ---------------------------------------------------------------

Q461e2       ALAWDDLRSLCLFSYHRLRDFILIVARTVELLGHSSLKGLRLGWEGLKYLGNLLSYWGQELKN
Q461d1       ---------------------------------------------------------------

Q461e2       SATNLLDTTAIAVAGWTDRAIEIVQRIVRAILHIPRRIRQGFERALL
Q461d1       -----------------------------------------------
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