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. Adar in D. mel, chrX:1781731-1781857

\ A 26 nt GGGUA
GUCG UUUUCGUGAGGA —~CU AAA - AUCCG CAUUUCCAU ------ vucuau®? y

LEL e P g N
CAGC - AAAA GCACUCCU - - - GAUUU UAGGC GUAGGGGUG GACAUAC
A AC UUCCAC

3

in females, at 25°C in males, at 25°C

GGATATTTGGTCCTCACGAA GGATATTTGGTCCTCACGAA
12 v

in females, at 30°C in males, at 30°C

GGATATTTiGTCCTCACGAA GGATATTT¢GTCCTCACGAA

52 Adarin D. sim, chrX:1184335-1184461

A 26 nt GGGUA
GUCG UUUUCGUGAGGA —~CU AAA - AUCCG CAUUUCCAU ------ UUGUAU 'y

CAGC - AAAA GCAC UCCU - - - GAUUU UAGGC GUAGG GGUG GACAUA ¢
( A AC uUuccac
3
Adar in D. pse, cthL_groupla:4244110—4244236

A 26n GGGUA
GUCG' UUUUCGUGAGGA /\cu AAA - AUCCG CAUUUCCAU ------ vuGuau® Y

RN [N Pl - .
(CAGC AAAAGCACUCCU---GAUUU UAGGC AC GUAGGGGUG GACAUAC

3

D

s 3" UTR of Adarin D. mel, chrX:1783988-1785918 (+)

U Uuu G
UAGAAUAUUUA AGA- ---AUAGAAUGUAGU UAUGCUGGA- --ACU AGUAAAG
AR

A/

3" UTR of Adar in D. sim, chrX_random

UA A uuu G
UAGAAUAUUUA GAA AGAAUGUAGU UAUGCUGGA ACU AGUAAAG
RN RN

hy

3" UTR of Adar in D. pse, chrXL_groupla:4246439-4248878

U Cuu G
UAGAAUAUUUA AGA - --- AUAGAAUGUAGU  UAUGCUGGG-- -ACU AGUAAAG

a4,/

NN NN N U NN
AUCUUAUAAAU UCU UAUUUUACGUCG ---AUACGACCU  UGA-UCAUUUU
UACC UCA AAA

L e b e ] PP .
AUCUUAUAAAU CUU UUUUACGUCG --- AUACGACCU  UGA UCAUUUU
cuu A UCA AAA

G c uuu
AGUAUUAUGG GUUUU UAA AUCAAUU

B

site 1
AGAC CuuU - CAG UUGGUUAC AGUU GUAUU UAAAC
VONT Trn 1u1 i TRty
UCUG GM GUC - AGCCAAUG l}JUAA CAUAAAAAUUUG
( site 4

rtp, chr3R:5236396-5236312 (-)

rdgA, chrX:9022823-9022952 (+)

Auc A A C A G
CGAAUAC 5 UU Guccuuec ace GC----- AUGUGAGU G G AUUA"AUAC AG

anauVCacaac

GCUUAUG c AA CAGGAACGAUGC
( site 5

5DIP1, chrX:21629527-21629419 (-)

site 1
UCG “acuuuu UGG(UACUGAA GCAUU €----- ACCCGAAACUG - uaa®Ua
ISTPE! o i YRR
AAGCSCCGUGAAAGCCACC uc ACUU, CGUAACGAUGACUGGGUUUUGAU LUV

CG43897, chr3L:9833269-9833396 (+)

s \_, U GACA site 1 uucan UAUARAUAUA | ucs c
CAGG GU CCAA - CC GUGAAUCAUC UAUUAUC CG GAUGC  CUGAUU C

Pt L Lo g ! L R}
UACAU UCGGC-CCUAAUAUAUGGUCO(GUCCACA A GGUU GG UGCUUAGUAG,, , | AUAAUAG GC - UCAC -~ CUACG | GACUAG (A

¥ slte 5

5 CG42540, chr3L:4591091-4591236 (+)
UGA sitel
\CA AC AUA™""UGuG 6© uccuucns -cusaaan’'c --ua-- asaccaac ca® uuuuca™ su Suueaaus®u
i ) 1 0 hTaed REOnO0N VARG TAST TRV SAANY
(GU LU DA, , ACAC- € L AGLGAGUC, , (EACULUY, & 1 GUUGELLGEY R U ,UA,AGUUUAA, G

rtp sites 1-4 in cDNA
TACCAG TAGTAACC
¥ v Vv ¥
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rdgA sites 1-5 in cDNA

CAGCTTGG TGAAT CGT*%GCAA
v v v v v

CG42540 sites 1-4 in cDNA
CGG GTG AAAA CTAAQA CAAA
. \ ¥

N N \
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DIP sites 1-5 in cDNA

GCTAC AGCAA AGT G A A
oy v v
‘ f AN
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AVAYE! AV A [\

CG43897 sites 1-5 in cDNA
AATCATCTT CAGTAT TAATACTGAT
v v vy v

A

[ED/SNSEEN 0SS

Pl Lol e L] el LTl
UCAUAGUGUC UAAAA AUU UAGUUGA
A UAU C

G C uuuu
AGUAUUAUGG GUUUU UGA-AUCAAUU

PLL e e el <111 Ay
UCAUA GUGUC UAAAA AUU UAGUUGA
A UAU C

[N [N

G c uuuu
AGUAUUAUGG GUUUU  UGA-AUCAAUU_1765nt

1745 nt

2253 nt

C
UUUUAUAAC
YRR AR j L] RN EEERERN
AUCU UAUAAAU - UCU UAUUUU ACGUCG---AUACGACCU UGA UCAUUUUAAAUCAUAGUGUC UAAAAUA AUU UAGUUGAAACCAAAAUAUU



