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almost no expression of1st and 2nd exons
Expression of other exons are driven by T-DNA insertion,which has ATG on 5’ end

i >25-K015443-022-293~
T TTTACGCTCTGAARAR fa1g)
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i Sequence (A. th genome BLAST

matches underlined)

ACTTCTACAGTAAAGAATCT:
GTTAAATAGAAGATGAATCACTTCTTAGGACACAACTTCCAGTAATGGC
CAAGGTAAAGACTTTACACTTGTTTAGCCACAAGAGCGTAGAGGTTTTGAGCAGTAATAC
GAGAGGAATTACAACATGCAAGTGCTAAGAAGATGCATCAACAGATTACTAAATCAAGCA
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AT1G03770.2

RING1B

A04-8409

[AGACACAATTAAACAAGAAAGATCCACTCCAGCTTCTTT
ACTCTCAAGACAAAAATAAAGCTGACACTCTAAAGGTCAA

TATTACT'

GAGCAATTTTAACATTTAATTGACTATGGGATCGTCATAANNGGGTAGTGGGAATCTAAT
ATGACTTGTTGGCATGTGTCCTGATTGATTATAACAACTTACACCGCAGCTCGATCTTTA
TAAGCCTA

GenBank Accession AL945948 [GenBank]
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