S3 Table.

Komura-Kawa et al.

Purpose Name of primers Sequence (5>3")

Cloning of ouib CDS | CG11762-CDS-Fw | ATGCTGAACATCGTGTGTAGAG
d TCTGC
CG11762-CDS-Re | TCATGACTTCTGCTTCTTGACAT
v TTTGGA

qRT-PCR  primers | CG11762-qRT-PC | GAGGCGAACGACCATTTGGC

for amplifying ouib

R-Fwd

CG11762-qRT-PC
R-Rev

CATACCGCTTTTCGCAGAAGCG

qRT-PCR  primers
for amplifying E754

E75A-qPCR-FW

CCGGAATTCAGGAGCCTGGTAG
CA

E75A-qPCR-RV

TGGTGCTGACGGCACTCGATTTG
C

construction
CRISPR/Cas9

Vector
for
system

CG11762_CRISPR
oligol s

cttcGAGCCTGAATCTCTTCGATT

CG11762_CRISPR
oligol as

aaacAATCGAAGAGATTCAGGCTC

CG11762_CRISPR
_oligo2 s

cttcGTGGATTTGGACGATGTTCC

CG11762_CRISPR
_oligo2 as

2aaacGGAACATCGTCCAAATCCAC

Amplifying the target

CRISPR _11-1 che

AAGTTTTAATATTATAAGCAGTA

sites of | ck F TCTGTTTTATCAGACTGCTC
CRISPR/Cas9 CRISPR _11-1 che | CCCGACGAAGAGTCGTCCTC
system ck R
CRISPR _11-2 che | ATCACCATACAATTGCCTTTCCA
ck F TCAGTC
CRISPR 11-2 che | TCTTCAATCAGTACCTGAAAAGT
ck R TTCTTCAACC
Vector construction | CG11762 Fwd for | gaattc ATGGATTACAAGGATGATG
to overexpress | FLAG ATGATAAGATGCTGAACATCGT
FLAG-ouib GTGTAGAGTCTGC
CG11762 Rev_for | tctagaTTATGACTTCTGCTTCTTGA
FLAG CATTTTGGAG
Vector construction | MIBP-FLAG F GAATTCATGGATTACAAGGATG
to overexpress ATGATGATAAGATGTCGAAATC
FLAG-MIBP GGCGCTGAAACAC
MIBP-FLAG R TCTAGATTAGATGTGCAGGCTGT

CCTCCTC




~1.45 kb  spok | 1.45spok-p F CGGTGGAAGGTCCTGACCTTTA

promoter-GFP G

construct 1.45spok-p R TTTCAGCCTTAGTAAATAGTTCT
CAACATAC

300 b spok | 300spok-p F TCTTATATACAAAAACCCTTTCC

promoter-GFP A

construct 300spok-p R ATCTAGACGTACAGATGGGCAG

A

Luciferase vector | Dm_spok 181-32 | gagctcTTTGGTATAGTTATAAGCT
construction F TTATTATTTAGGCACCATCTTAA
AGTTTTAAG
Dm_spok 171-32 | gagctcTTATAAGCTTTATTATTTA
F GGCACCATC
Dm_spok 161-32 | gagctcTATTATTTAGGCACCATCT
F TAAAGTTTTAAG
Dm_spok 151-32 | gagctcGCACCATCTTAAAGTTTTA
F AGACTAC
Dm_spok 141-32 | gagctcAAAGTTTTAAGACTACAAT
F AAAATTACTTCTC
Dm_spok 131-32 | gagctcGACTACAATAAAATTACTT
F CTCTTTTTTATAGAATTTATTTTA
AATATGCGTTTGAC
Dm_spok 331-32 | agatctCTTATATACAAAAACCCTT
R TCCAACAACAATAAAATTTCAT
AGG
Mutated  luciferase | spok all ver F CTAGGGCGGCGGGCTGCACCAT

vector construction

CTTAAAGTTTTAAGAC

spok_all R TATAACTATACCAAACAAGGC

spok 1 F TTTATTATTTAGGCACCATCTTA
AAG

spok 1 _ver R TAGTATAACTATACCAAACAAG
GC

spok 2 F ATTATTTAGGCACCATCTTAAAG

spok 2 ver R CCCGCTTATAACTATACCAAACA
AGG

spok 3 F ATTTAGGCACCATCTTAAAG

spok 3 ver R CCGAAAGCTTATAACTATACCA
AACAAG

spok 4 F TAGGCACCATCTTAAAGTTTTAA
G

spok 4 ver R CCGAATAAAGCTTATAACTATA
CCAAACAAG

spok 5 F GCACCATCTTAAAGTTTTAAGAC

spok 5 ver R AGCAATAATAAAGCTTATAACT

ATACCAAAC




GFP
construction

vector

spok 300bp EcoRI
F

gaattc AATCTAGACGTACAGATGG
G

spok_300bp_Xhol _
R

ctcgagCTTATATACAAAAACCCTT
TCCAAC

ABCD assay

spok WT s2 5Sbiot
in

*TTTGGTATAGTTATAAGCTTTA
TTATTTAGGCACCATCTTAAAGT

spok WT as2

ACTTTAAGATGGTGCCTAAATA
ATAAAGCTTATAACTATACCAA
A

spok_mutv_s 5bio

*TTTGGTATAGTTATACTAGGGC
GGCGGGCTGCACCATCTTAAAG
T

spok mutv_as

ACTTTAAGATGGTGCAGCCCGC
CGCCCTAGTATAACTATACCAA
A

MIBP wt | s

*TCGATACTCCGCACCCAGTGTG
ACCGTCGAGCGCATGGCATAAA

MI1BP_wt | as

TTTATGCCATGCGCTCGACGGTC
ACACTGGGTGCGGAGTATCGA

EMSA

spok WT s2

TTTGGTATAGTTATAAGCTTTAT
TATTTAGGCACCATCTTAAAGT

spok WT as2

ACTTTAAGATGGTGCCTAAATA
ATAAAGCTTATAACTATACCAA
A

spok mutv_s

TTTGGTATAGTTATACTAGGGCG
GCGGGCTGCACCATCTTAAAGT

spok mutv_as

ACTTTAAGATGGTGCAGCCCGC
CGCCCTAGTATAACTATACCAA
A

MIBP wt | s TCGATACTCCGCACCCAGTGTGA
CCGTCGAGCGCATGGCATAAA
MIBP wt | as TTTATGCCATGCGCTCGACGGTC

ACACTGGGTGCGGAGTATCGA




