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Figure 11: Heatmaps of log2 FPKMs for partial transcriptional memory (PTM) genes deter-

mined by the differential expression analysis at FDR 10%. (a) Partial transcriptional memory

genes in F-iPSCs, (b) K-iPSCs and (c) E-iPSCs. We note that, although patterns of expression

across most lines are broadly consistent with one another line K-iPSC-S2-1-1 forms an outlier

from the other K-iPSCs
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