
∆M
2

∆M
2/p

(U
CU)E

∆M
2/p

(U
CU)K

∆M
2/p

(U
CU)M

1

∆M
2/p

(U
CU)M

2
0.8

0.85

0.9

0.95

1

1.05

R
el

at
iv

e 
Yi

el
d

D

0.8

0.85

0.9

0.95

1

1.05

1.1

tR
(U

CU)E

tR
(U

CU)G
1

tR
(U

CU)K

tR
(U

CU)M
1

tR
(U

CU)M
2

p(U
CU)E

p(U
CU)G

1

p(U
CU)K

p(U
CU)M

1

p(U
CU)M

2

R
el

at
iv

e 
Yi

el
d

Deletion
Complementation

C

0.8

0.85

0.9

0.95

1

1.05

1.1

R
el

at
iv

e 
G

ro
w

th

tRNA families
U

G
C

AG
C

G
C

A
G

U
C

U
U

C
C

U
C

G
A

A
U

C
C

G
C

C
C

C
C

G
U

G
A

AU
U

U
U

C
U

U
U

AG
U

A
A

C
A

A
C

AU
G

U
U

U
G

G
AG

G
U

U
G

U
C

U
AC

G
G

C
U

U
G

A
AG

A
AG

U
U

AC
A

AC
C

C
A

G
U

A

A C D E F G H I K L M N P Q R S T V W Y

B

0.8

0.85

0.9

0.95

1

1.05

1.1

U
G

C
AG

C
G

C
A

G
U

C
U

U
C

C
U

C
G

A
A

U
C

C
G

C
C

C
C

C
G

U
G

A
AU

U
U

U
C

U
U

U
AG

U
A

A
C

A
A

C
AU

G
U

U
U

G
G

AG
G

U
U

G
U

C
U

AC
G

G
C

U
U

G
A

AG
A

AG
U

U
AC

A
AC

C
C

A
G

U
A

A C D E F G H I K L M N P Q R S T V W Y

R
el

at
iv

e 
G

ro
w

th

tRNA families

A


