A

} feature strai;: CO(WTI;:A ss[ComEA] C((?\H;E)A (%%WEQ) C%%Eﬁ C%'Pg'fﬁ C((?E'?OE)A C(()Ersrgg)A C(OEIEE)A
periplasmic localization + + + + + + + + +
uniformly distributed + + + -# + + + + +
foci formation + DNA + - + -# + + + +

—] ComEA | ComEA | ComEA | ComEA | ComEA | ComEA | ComEA |ComEA | ComEA

{ feature strain® (E51K) (K57A) (DB9A) (DBIK) (R71A)  |(R71AE72A)| (R71D) |(R71D/D81R)|(R71D/D82R)
periplasmic localization * + + + + + + + *
uniformly distributed + + + + + + + + +
foci formation + DNA + + + + + (red.) + (red.) - - -

—] ComEA | ComEA | ComEA | ComEA | ComEA | ComEA | ComEA | ComEA | ComEA

+ feature strain*| E72R) (H79A) (T78A/H79A)|  (D81A) (D81R) (D82K) (K87A) (E91A) (E91R)
periplasmic localization + + + + + + + + +
uniformly distributed + + + + + + + +
foci formation + DNA + + + + + + + + +
* all translationally fused to mCherry;
# ComEA variant showed aggregation in the absence of tDNA; aggregation did not increase upon addition of DNA;
red., reduced ComEA foci observed;
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Fig. S7



