Table S2. Association between pigmentation phenotype and bab dimorphic element genotype.
	
	Observed Genotype Counts, n (%)
	Expected Genotype Counts
	

	Phenotype
	L1L1
	L1D2
	D2D2
	Total
	L1L1
	L1D2
	D2D2
	Total
	P

	Light
	5  
	0  
	0  
	5
	1.25
	2.5
	1.25
	5
	<0.001

	Dark
	0  
	3  
	14  
	17
	4.25
	8.5
	4.25
	17
	<0.00001

	Total
	5  
	3  
	14  
	22
	5.5
	11
	5.5
	22
	


L1L1 and D2D2 respectively indicate individuals homozygous for the Light 1 and Dark 2 population dimorphic element alleles and L1D2 indicates heterozygotes.
In each row of the contingency table the p-value was derived using the Chi-Square test.
