Figure S5

HO-induced DSB

CAAATTTGGAATCGCTTTTAGTTTCAGCTTTCCGCAACA GTATAATTTTATAAACCCTGATTTGGAATCGCATA
GTTTAAACCTTAGCGAAAATCAAAGTCGAAAGGCG TTGTCATATTAAAATATTTGGGACTAAACCTTAGCGTAT

ILV1prm overhang

coded name joint type joint sequence

TTTTAGTTTCAGCTTTCCGCAACAGTATAATTTTATAAACCCTG
AAAATCAAAGTCGAAAGGCGTTGTCATATTAAAATATTTGGGAC

microhomology

D+0_M4 L0 _RO precise

TTTTAGTTTCAGCTTTCCGCGTATAATTTTATAAACCCTG

D-4_MO_L4_R4 resected blunt AAAATCAAAGTCGAAAGGCGCATATTAAAATATTTGGGAC
gt
templated fill-in

TTTTAGTTTCAGCTTTCCGCAACACAGTATAATTTTATAAACCCTG

D+2_M1_LO_R1 +CA -
- == AAAATCAAAGTCGAAAGGCGTTGTGTCATATTAAAATATTTGGGAC

TTTTAGTTTCAGCTTTCCGCAGTATAATTTTATAAACCCTG

D-3_M2_L3_R2 -ACA AAAATCAAAGTCGAAAGGCGTCATATTAAAATATTTGGGAC
- TTTTAGTTTCAGCTTTCCGCAACAAACAGTATAATTTTATAAACCCTG

D+4_MO_LO_RO fill-in blunt

AAAATCAAAGTCGAAAGGCGTTGTTTGTCATATTAAAATATTTGGGAC

TTTTAGTTTCAGCTTTCCGCAACAACAACAGTATAATTTTATAAACCCTG

+ o
D+6_MO0_LO_RO_I(AC) fill-in plus AAAATCAAAGTCGAAAGGCGTTGTTGTTGTCATATTAAAATATTTGGGAC

D= delta, the number of bases lost/gained

M= the number of bases of microhomology

L= the number of bases deleted on the left overhang
R= the number of bases deleted on the right overhang
I= insertional nucleotides
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