
TTTTAGTTTCAGCTTTCCGC GTATAATTTTATAAACCCTGAACA
AAAATCAAAGTCGAAAGGCG CATATTAAAATATTTGGGACTTGT

TTTTAGTTTCAGCTTTCCGC GTATAATTTTATAAACCCTGAACACA
AAAATCAAAGTCGAAAGGCG CATATTAAAATATTTGGGACTTGTGT

TTTTAGTTTCAGCTTTCCGC GTATAATTTTATAAACCCTGA
AAAATCAAAGTCGAAAGGC CATATTAAAATATTTGGGACGT
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CAAATTTGGAATCG ATTTGGAATCGCATACTTTTAGTTTCAGCTTTCCGC     GTATAATTTTATAAACCCTGAACA
GTTTAAACCTTAGC TAAACCTTAGCGTATGAAAATCAAAGTCGAAAGGCG    CATATTAAAATATTTGGGACTTGT

HO-induced DSB

overhang

templated fill-in

+CA

-ACA

TTTTAGTTTCAGCTTTCCGC GTATAATTTTATAAACCCTGAACAAACA
AAAATCAAAGTCGAAAGGCG CATATTAAAATATTTGGGACTTGTTTGT
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TTTTAGTTTCAGCTTTCCGCGTATAATTTTATAAACCCTG
AAAATCAAAGTCGAAAGGCGCATATTAAAATATTTGGGAC

resected bluntD-4_M0_L4_R4

TTTTAGTTTCAGCTTTCCGC GTATAATTTTATAAACCCTGAACAACAACA
AAAATCAAAGTCGAAAGGCG CATATTAAAATATTTGGGACTTGTTGTTGT

fill-in plusD+6_M0_L0_R0_I(AC)

microhomology

coded name joint type joint sequence
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..

non-templated fill-in

D= delta, the number of bases lost/gained

M= the number of bases of microhomology

L= the number of bases deleted on the left overhang

R= the number of bases deleted on the right overhang

I= insertional nucleotides

ILV1prm

Figure S5


	1: Figure 1
	2: Figure 2
	3: Figure3
	4: Figure 4
	5: Figure 5
	6: Figure 6
	7: Figure 7
	8: Figure S1
	9: Figure S2
	10: Figure S3
	11: Figure S4
	12: Figure S5
	13: Figure S6

