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XP_002384287.1_Asperglus_flavus_NRRLIIST
CAKA1457.1_Aspergillus_niger
I%B._001396196.2_Aspergillus_niger_CBS_513.88
GANS9629.1_Aspergilius_kawachil_IFD_4308
EGP88335.1_Mycosphaerella_graminicola_IPO323

1L _maculans_JNI
M) _0017988004.1_Phasosphaeria_nodorum_SN15
XP_003295406.1_Pyvenophora_leres_I._teres_0-1
CCD4T922.1_Bolryotinia_fuckeliana
XP_001546372.1_Botryotinia_fuckeliana_B05.10

Ll

7
Q26589.1_Glomerella_graminicola_M1.001
CCF34287.1_Colletotrichum_higginsianum

EHK226668.1_Trichoderma_virens_Gv29-8

XP_003007571.1_Verticillium_albo-atrum_VaMs.102
EGY19775.1_Verticillium_dahkae_VdLs.17
XP_003053196.1_Mectria_hasmatococca_mpVI_77-13<4
_&-lcumu_t_rmm_ow_rm 7%
XP_388828.1_Gibberella_zeae_PH-1

Genel4d TINFO0596

XP_003053202.1_Nectria_haematococca_mpVi_T7-13-4

0 - XP_388819.1_Gibberella_zeae_PH-1
EGUT54T71.1_Fusarium_oxysporum_Fo5176

EGX95179.1_Cordyceps_militaris_CMO1

EHK42804.1_Trichoderma_atroviride_IMI_206040

U EGR49806.1_Trichoderma_reesel_QM6a
EHK22676.1_Trichoderma_virens_Gv29-8

TINFOO596

— EFZ01235.1_Metarhizium_anisopliae_ARSEF_23

3144.1_Metarhizium_acridum_CQMa_102

CBYD0522.1_Leptosphaeria_maculans_JN3
1M xp 003297892.1_Pyrenophora_teres_f._teres_0-1
100 | 39.1_Py phora_tritici-repentis_Pt-1C-BFP
CCD50123.1_Botryotinia_fuckeliana

003009016.1_Verticillium_albo-atrum_VaMs. 102
{! ¥13631.1_Verticillium_dahliae_VdLs.17
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