
Table S3: DUS variation oligonucleotides 
primer name RSRSRSRS1111    ssssequence 3’equence 3’equence 3’equence 3’���� 5’ 5’ 5’ 5’    2222    

OH3 SacII TAGACCGCGGTCAGGCGACCACGTTGCC 

OH11_DUS XhoI ACGACTCGAGATGCCGTCTGAAGCCGTCTGAAGCCGTCTGAAGCCGTCTGAAATGGCTAAAAACGGAGGAT 

9636OHA11_DUS_B XhoI ACGACTCGAGTTGCCGTCTGAGCCGTCTGAGCCGTCTGAGCCGTCTGAAAAAATGGCTAAAAACGGAGGAT 

9637OHA11_DUS_C XhoI ACGACTCGAGAAGCCGTCTGAGCCGTCTGAGCCGTCTGAGCCGTCTGAAAAAATGGCTAAAAACGGAGGAT 

9638OHA11_DUS_D XhoI ACGACTCGAGATCCCGTCTGACCCGTCTGACCCGTCTGACCCGTCTGAAAAAATGGCTAAAAACGGAGGAT 

9639OHA11_DUS_E XhoI ACGACTCGAGATGACGTCTGAGACGTCTGAGACGTCTGAGACGTCTGAAAAAATGGCTAAAAACGGAGGAT 

9640OHA11_DUS_F XhoI ACGACTCGAGATGCAGTCTGAGCAGTCTGAGCAGTCTGAGCAGTCTGAAAAAATGGCTAAAAACGGAGGAT 

9641OHA11_DUS_G XhoI ACGACTCGAGATGCCCTCTGAGCCCTCTGAGCCCTCTGAGCCCTCTGAAAAAATGGCTAAAAACGGAGGAT 

9642OHA11_DUS_H XhoI ACGACTCGAGATGCCGGCTGAGCCGGCTGAGCCGGCTGAGCCGGCTGAAAAAATGGCTAAAAACGGAGGAT 

9643OHA11_DUS_I XhoI ACGACTCGAGATGCCGTGTGAGCCGTGTGAGCCGTGTGAGCCGTGTGAAAAAATGGCTAAAAACGGAGGAT 

9644OHA11_DUS_J XhoI ACGACTCGAGATGCCGTCGGAGCCGTCGGAGCCGTCGGAGCCGTCGGAAAAAATGGCTAAAAACGGAGGAT 

9645OHA11_DUS_K XhoI ACGACTCGAGATGCCGTCTCAGCCGTCTCAGCCGTCTCAGCCGTCTCAAAAAATGGCTAAAAACGGAGGAT 

9646OHA11_DUS_L XhoI ACGACTCGAGATGCCGTCTGTGCCGTCTGTGCCGTCTGTGCCGTCTGTAAAAATGGCTAAAAACGGAGGAT 

9647OHA11_DUS_M  XhoI ACGACTCGAGATGCCGTCTGAGCCGTCTGAGCCGTCTGAGCCGTCTGACCCCATGGCTAAAAACGGAGGAT 

9648OHA11_DUS_N  XhoI ACGACTCGAGAGGCCGTCTGAGCCGTCTGAGCCGTCTGAGCCGTCTGAAAAAATGGCTAAAAACGGAGGAT 

9649OHA11_DUS_O (mucDUS) XhoI ACGACTCGAGAGGTCGTCTGAGTCGTCTGAGTCGTCTGAGTCGTCTGAAAAAATGGCTAAAAACGGAGGAT 

9650OHA11_DUS_P (kingDUS) XhoI ACGACTCGAGAGGCAGCCTGAGCAGCCTGAGCAGCCTGAGCAGCCTGAAAAAATGGCTAAAAACGGAGGAT 

9651OHA11_DUS_Q (eikDUS) XhoI ACGACTCGAGAGGCTACCTGAGCTACCTGAGCTACCTGAGCTACCTGAAAAAATGGCTAAAAACGGAGGAT 

OHA2025_USS_Hinfrev XhoI ACGACTCGAGTGGCGTGAATGGCGTGAATGGCGTGAATGGCGTGAAATGGCTAAAAACGGAGGAT 

OHA2024_USS_Hinf XhoI ACGACTCGAGAAAGTGCGGTAAGTGCGGTAAGTGCGGTAAGTGCGGTTGGCTAAAAACGGAGGAT 
1 = restriction site 
2 = DUS and mutated DUS sequences in bold 

 


