Table S3: DUS variation oligonucleotides

primer name RS? sequence 3’ 5’ 2

OH3 SacIl | TAGACCGCGGTCAGGCGACCACGTTGCC

OH11_DUS Xhol ACGACTCGAGATGCCGTCTGAAATGGCTAAAAACGGAGGAT
96360HA11_DUS_B Xhol ACGACTCGAGTTGCCGTCTGAAATGGCTAAAAACGGAGGAT
96370HA11_DUS_C Xhol ACGACTCGAGAAGCCGTCTGAAATGGCTAAAAACGGAGGAT
96380HA11_DUS D Xhol ACGACTCGAGATCCCGTCTGAAATGGCTAAAAACGGAGGAT
96390HA11_DUS_E Xhol ACGACTCGAGATGACGTCTGAAATGGCTAAAAACGGAGGAT
96400HA11_DUS F Xhol ACGACTCGAGATGCAGTCTGAAATGGCTAAAAACGGAGGAT
96410HA11_DUS G Xhol ACGACTCGAGATGCCCTCTGAAATGGCTAAAAACGGAGGAT
96420HA11_DUS H Xhol ACGACTCGAGATGCCGGCTGAAATGGCTAAAAACGGAGGAT
96430HA11_DUS | Xhol ACGACTCGAGATGCCGTGTGAAATGGCTAAAAACGGAGGAT
96440HA11_DUS J Xhol ACGACTCGAGATGCCGTCGGAAATGGCTAAAAACGGAGGAT
96450HA11_DUS K Xhol ACGACTCGAGATGCCGTCTCAAATGGCTAAAAACGGAGGAT
96460HA11_DUS L Xhol ACGACTCGAGATGCCGTCTGTAATGGCTAAAAACGGAGGAT
96470HA11_DUS M Xhol ACGACTCGAGATGCCGTCTGACATGGCTAAAAACGGAGGAT
96480HA11_DUS N Xhol ACGACTCGAGAGGCCGTCTGAAATGGCTAAAAACGGAGGAT
96490HA11_DUS_O (mucDUS) | Xhol ACGACTCGAGAGGTCGTCTGAAATGGCTAAAAACGGAGGAT
96500HA11_DUS_P (kingDUS) | Xhol ACGACTCGAGAGGCAGCCTGAAATGGCTAAAAACGGAGGAT
96510HA11_DUS_Q (eikDUS) | Xhol ACGACTCGAGAGGCTACCTGAAATGGCTAAAAACGGAGGAT
OHA2025_USS_Hinfrev Xhol ACGACTCGAGTGGCGTGAAATGGCTAAAAACGGAGGAT
OHA2024_USS_Hinf Xhol ACGACTCGAGAAAGTGCGGTTGGCTAAAAACGGAGGAT

' = restriction site

2 = DUS and mutated DUS sequences in bold




