Table S2
	Primer pair
	Forward
	Reverse

	42281


	5’-CGTGCAGGTTTATGTGGG
	5’-GCATCGAGGGCTCCGGGC

	42370


	5’-GTAGCTCCCGAGGCCCG
	5’-CCGGCTTAAGCAAAGGCTC

	42453


	5’-CGCTCATCCTGGCCGTC
	5’-GAGACGGCGCTAGGAAAGAC

	42589


	5’-GATCCTTTCTGGCGAGTCC
	5’-GGCTTTTACGAAGGCCGAG

	42760


	5’-CGTGGATTCCGGAAGAGCC
	5’-GGAGGGACGAAGGCTCTC

	42808


	5’-GTCCTTGGGTTGACCAGAG
	5’-GTCCACAGGCACAGGCACAG

	42854


	5’-GCGATGGTGGCGTTTTTGG
	5’-CCCTCCATATAGAAAGCGAG

	2c


	5’-CTGACACGCTGTCCTCTGG
	5’-GGCGCGAGGACGGAACTC

	85c


	5’-CTAGCCGGCCGCGCTCC
	5’-CCTTCCGCCGCTCCCGG

	1 kb c


	5´-GGC GGT TTG AGT GAG ACG AGA 


	5´-ACG TGC GCT CAC CGA GAG CAG
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