Table S1. Potential R2R3-MYB and TCP Binding Motifs in MIR167A and LOX2 Promoters. 

	Promoter
	Factor 
	Site 
	Position†
	Sequence
	Reference*

	MIR167A
	MYB
	I
	-1,898 to -1,894
	CAGTT
	1

	MIR167A
	MYB
	II
	-1,645 to -1,640
	TTGTTA
	2

	MIR167A
	MYB
	III
	-1,553 to -1,548
	CAGTT
	1

	MIR167A
	MYB
	IV
	-1,198 to -1,193
	TTGTTA
	2

	MIR167A
	MYB
	V
	-751 to -747
	CAGTT
	1

	MIR167A
	MYB
	VI
	-622 to -617
	TAACAA
	2

	MIR167A
	MYB
	VII
	-561 to -556
	TAACAA
	2

	MIR167A
	TCP
	1
	-351 to -346
	GGTCC
	3

	MIR167A
	TCP
	2
	-189 to -184
	GGACC
	3

	LOX2
	TCP
	3
	-279 to -273
	GTGGTCC
	3


†relative to transcription start
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