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Tripathi et al., Fig-S2A

0

0.2

1.2

1.0

0.8

0.6

0.4

R
el

at
iv

e 
Fo

ld
 R

N
A 

le
ve

ls

sc
r

sc
r

sc
r

A
S1

A
S2

A
S1

A
S2

A
S1

A
S2

PCNA-II PCNA-III PCNA-IV

e

0

0.2

1.2

1.0

0.8

0.6

0.4

co
nt

ro
l-s

i

co
nt

ro
l-s

i

co
nt

ro
l-s

i

co
nt

ro
l-s

i

co
nt

ro
l-s

i

co
nt

ro
l-s

i

M
A

LA
T1

-s
i1

M
A

LA
T1

-s
i1

M
A

LA
T1

-s
i1

M
A

LA
T1

-s
i1

M
A

LA
T1

-s
i1

M
A

LA
T1

-s
i1

CCNA2 CDK1 CDT1 E2F2 GMNN ORC1

R
el

at
iv

e 
Fo

ld
 R

N
A 

le
ve

ls

d

*** ***
**

**
** **



Tripathi et al., Fig-S2B
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