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hDUOXA1alpha  MATLGHTFPFYAGPKPTFP-MDTTLASIIMIFLTALATFIVILPGIRGKTRLFWLLRVVT 59
hDUOXA2       MTLWNGVLPFYPQPRHAAG-FSVPLLIVILVFLALAASFLLILPGIRGHSRWFWLVRVLL 59
DOXA-1        MWWFGGNPSPSDYPNAAIPNFNMHAFVIFSVFLIPLIAYILILPGVR-RKRVVTTVTYVL 59
              *   .   .    *. :   :.     :: :**    ::::****:* :.* .  :  : 

hDUOXA1alpha  SLFIGAAILAVNFSSEWSVGQVSTNTSYKAFSSEWISADIGLQVGLGGVNITLTGTPVQQ 119
hDUOXA2       SLFIGAEIVAVHFSAEWFVGTVNTNTSYKAFSAARVTARVRLLVGLEGINITLTGTPVHQ 119
DOXA-1        MLAVGGALIASLIYPCWASGSQMIYTQFRGHSNERILAKIGVEIGLQKVNVTLKFERLLS 119
               * :*. ::*  : . *  *     *.::..*   : * : : :**  :*:**.   : .

hDUOXA1alpha  LNETIN--------YNEEFTWRLGENYAEEYAKALEKGLPDPVLYLAEKFTP-RSPCGLY 170
hDUOXA2       LNETID--------YNEQFTWRLKENYAAEYANALEKGLPDPVLYLAEKFTP-SSPCGLY 170
DOXA-1        SNDVLPGSDMTELYYNEGFDISGISSMAEALHHGLENGLPYPMLSVLEYFSLNQDSFDWG 179
               *:.:         *** *     .. *    :.**:*** *:* : * *:   .. .  

hDUOXA1alpha  RQYRLAGHYTSAMLWVAFLCWLLANVMLSMPVLVYGGYMLLATGIFQLLALLFFSMATSL 230
hDUOXA2       HQYHLAGHYASATLWVAFCFWLLSNVLLSTPAPLYGGLALLTTGAFALFGVFALASISSV 230
DOXA-1        RHYRVAGHYTHAAIWFAFACWCLS-VVLMLFLPHNAYKSILATGISCLIACLVYLLLSPC 238
              ::*::****: * :*.**  * *: *:*       .   :*:**   *:. :     :. 

hDUOXA1alpha  TSPCPLH---LGASVLHTHHGPAFWITLTTGLLCVLLGLAMAVAHRMQPHRLKAFFNQSV 287
hDUOXA2       P-LCPLR---LGSSALTTQYGAAFWVTLATGVLCLFLGGAVVSLQYVRPSALRTLLDQSA 286
DOXA-1        ELRIAFTGENFERVDLTATFSFCFYLIFAIGILCVLCGLGLGICEHWRIYTLSTFLDASL 298
                    .:    :    * : .. .*:: :: *:**:: * .:   .  :   * :::: * 

hDUOXA1alpha  DEDPMLEWSPEEGGLLSPRYRSMADS---------------------------------P 314
hDUOXA2       KD-----CSQERGG--SP---LILGD---------------------------------P 303
DOXA-1        DEHVGPKWKKLPTGGPALQGVQIGAYGTNTTNSSRDKNDISSDKTAGSSGFQSRTSTCQS 358
              .:      .    *  :     :                                    .

hDUOXA1alpha  KSQDIPLSEASSTKAYCKEAHPKDPDCAL---------- 343
hDUOXA2       LHKQAALPDLKCITTNL---------------------- 320
DOXA-1        SASSASLRSQSSIETVHDEAELERTHVHFLQEPCSSSST 397
                .. .* . ..  :                        


