Supplemental Table 2 
	Gene Symbol
	Gene Name
	Location (mm8)
	Reference

	Arap1

(Centd2)
	ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 1
	chr7:101197192-101197405
	1


[ ADDIN EN.CITE ]


	Ctla4
	cytotoxic T-lymphocyte-associated protein 4
	chr1:60804430-60804700
	2


[ ADDIN EN.CITE ]


	Cp
	ceruloplasmin (ferroxidase)
	chr3:20157492-20157700
	3[]


	Eif2ak3
	eukaryotic translation initiation factor 2 alpha kinase 3
	chr6:70743500-70743720
	
 ADDIN EN.CITE 
[4]


	Fto
	fat mass and obesity associated
	chr8:94269382-94269800
	5[]
 

	Fto
	fat mass and obesity associated
	chr8:94293200-94293439
	5[]


	Fto
	fat mass and obesity associated
	chr8:94385450-94385670
	5[]


	Fto
	fat mass and obesity associated
	chr8:94419900-94420107
	5[]


	Gatad2a
	GATA zinc finger domain containing 2A
	chr8:72896406-72896630
	1


[ ADDIN EN.CITE ]


	Hex
	hematopoietically expressed homeobox
	chr19:37507613-37507914
	6[]


	Hnf1a
	HNF1 homeobox A
	chr5:115231950-115232200
	
 ADDIN EN.CITE 
[7]


	Hnf1b
	HNF1 homeobox B
	chr11:83697700-83697970
	8[]


	Hnf4a
	hepatic nuclear factor 4, alpha
	chr2:163232076-163232343
	
 ADDIN EN.CITE 
[9]


	Ifih1
	interferon induced with helicase C domain 1
	chr2:62453444-62453698
	
 ADDIN EN.CITE 
[10]


	Insr
	insulin receptor
	chr8:3256478-3256736
	11[]


	Notch2
	Notch gene homolog 2 (Drosophila)
	chr3:98130452-98130650
	1


[ ADDIN EN.CITE ]


	Notch2
	Notch gene homolog 2 (Drosophila)
	chr3:98130452-98130650
	1


[ ADDIN EN.CITE ]


	Nr5a2
	nuclear receptor subfamily 5, group A, member 2
	chr1:138712420-138712700
	
 ADDIN EN.CITE 
[12]
 

	Nr5a2
	nuclear receptor subfamily 5, group A, member 2
	chr1:138746200-138746450
	
 ADDIN EN.CITE 
[12]


	Onecut1
	one cut homeobox 1
	chr9:74587700-74587950
	
 ADDIN EN.CITE 
[13]


	Pax4
	paired box gene 4
	chr6:28409269-28409479
	14


[ ADDIN EN.CITE ]


	Pdx1
	pancreatic and duodenal homeobox 1
	chr5:147610000-147610255
	15


[ ADDIN EN.CITE ]


	Pparg
	peroxisome proliferator-activated receptor gamma
	chr6:115384646-115384850
	
 ADDIN EN.CITE 
[16]


	Pparg
	peroxisome proliferator-activated receptor gamma
	chr6:115432300-115432548
	
 ADDIN EN.CITE 
[16]


	Rbms1
	RNA binding motif, single stranded interacting protein 1
	chr2:60603760-60603960
	1


[ ADDIN EN.CITE ]


	Slc30a8
	solute carrier family 30 (zinc transporter), member 8
	chr15:51926173-51926350
	6[]


	Sorcs1
	sortilin-related VPS10 domain containing receptor 1
	chr19:49429150-49429334
	
 ADDIN EN.CITE 
[12]
 

	Sorcs1
	sortilin-related VPS10 domain containing receptor 1
	chr19:50908265-50908490
	
 ADDIN EN.CITE 
[12]


	Sorcs3
	sortilin-related VPS10 domain containing receptor 3
	chr19:48708078-48708327
	
 ADDIN EN.CITE 
[12]


	Srebf1
	sterol regulatory element binding transcription factor 1
	chr11:60056781-60056990
	1


[ ADDIN EN.CITE ]


	Thada
	thyroid adenoma associated
	chr17:84096800-84097035
	1


[ ADDIN EN.CITE ]


	Thada
	thyroid adenoma associated
	chr17:84159849-84160085
	1


[ ADDIN EN.CITE ]


	Zfand6
	zinc finger, AN1-type domain 6
	chr7:84562750-84562960
	1


[ ADDIN EN.CITE ]


	Tcf7l2
	transcription factor 7-like 2 (T-cell specific, HMG-box)
	chr19:55797560-55797770
	
 ADDIN EN.CITE 
[17]
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