Table S9
	Structural Instabilities
	Autosomal chromosomes

fold-enrichment (p-value)
	chrX

fold-enrichment (p-value)

	Human-specific rearrangements
	9.4 (6.7e-74)
	3.9 (1.5e-2)

	270HapMap CNVs
	2.3 (1.35e-05)
	2.1 (9.6e-1)

	450HapMap CNVs
	1.3 (5.5e-2)
	1.24(8.2e-1)

	WTCCC CNVs
	1.5 (5.8e-3)
	1.7(3.3e-1)

	400MGL CNVs
	1.9 (2.1e-3)
	1.1(8.8e-1)

	Schizophrenia case-specific rare CNVs
	2.0(7.6e-1)
	no data

	Autism case de novo CNVs
	3.8(4.2e-3)
	0.0(1.0)


