Table S1. C. albicans strains used in this study.
	Strain name
	Genotype
	Reference

	BWP17
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG Δarg4::hisG/ Δarg4::hisG 
	[1]

	SN148
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ
	[2]

	CAMB1
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG Δarg4::hisG/ Δarg4::hisG MIF2/ mif2::PCK1pr12XMycMIF2 (URA3)
	[3]

	CAMB2
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG Δarg4::hisG/ Δarg4::hisG mif2::PCK1pr12XMycMIF2 (URA3)/ mif2::HIS1
	[3]

	CAKS2b
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG Δarg4::hisG/ Δarg4::hisG CSE4/ cse4::hisG
	[4]

	CAKS3b
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG Δarg4::hisG/ Δarg4::hisG PCK1prCSE4(URA3)/ cse4::hisG 
	[4]

	10118
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ., CSE4:GFP:CSE4/ cse4::dpl200-URA3
	[5]

	YJB10695
	Δura3::imm434/Δura3::imm434 Δhis1::hisG/Δhis1::hisG Δarg4::hisG/Δarg4::hisG, MTW1-GFP (NAT)/ MTW1
	[6]

	YJB11990
	Δura3::imm434/Δura3::imm434 Δhis1::hisG/Δhis1::hisG Δarg4::hisG/Δarg4::hisG PCK1prCSE4 (URA)3/CSE4 NAT1-MET3prDAM1/dam1::HIS1
	[7]

	YJB11483
	Δura3::imm434/Δura3::imm434 Δhis1::hisG/Δhis1::hisG Δarg4::hisG/Δarg4::hisG, PCK1prCSE4(URA3)/cse4::hisG, MTW1/MTW1-GFP(NAT)
	[6]

	RM1000AH
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG arg4::HIS1/ARG4
	[3]

	CAKS12
	Δura3::imm434/Δura3::imm434 Δhis1::hisG/Δhis1::hisG Δarg4::hisG/Δarg4::hisG,PCK1prMTW1(URA3)/mtw1::HIS1
	[6]

	YJB12326
	Δura3::imm434/Δura3::imm434 Δhis1::hisG/Δhis1::hisG Δarg4::hisG/Δarg4::hisG, PCK1prCSE4(URA3)/CSE4 NAT1-MET3prNUF2/nuf2::HIS1
	[7]

	YJB12289
	Δura3::imm434/Δura3::imm434 Δhis1::hisG/Δhis1::hisG Δarg4::hisG/Δarg4::hisG PCK1prCSE4(URA3)/CSE4 NAT1-MET3prDAM1/dam1::HIS1 NUF2-GFP-ARG4/NUF2 
	[7]

	J102
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ MET3prDAM1(URA3)/dam1::HIS1
	[8]

	J104
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ MET3prASK1(URA3)/ask1::HIS1
	[8]

	J106
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ MET3prSPC19(URA3)/spc19::HIS1
	[8]

	J108
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG Δarg4::hisG/ Δarg4::hisG PCK1prDAD2(URA3)/ dad2::HIS1
	[8]

	J119
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ ASK1/ask1::HIS1  MTW1/MTW1GFP
	This study

	J120
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ  MET3prASK1(CdARG4)/ask1::HIS1  MTW1/MTW1GFP
	This study

	J121
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ MET3prDAM1(CdARG4)/dam1::HIS1  MTW1GFP/ MTW1
	This study

	J122
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ  /MET3prDAM1(CdARG4)/dam1::HIS1  MTW1GFP/ MTW1
	This study

	J123
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ MET3prDAM1(URA3)/dam1::HIS1  MIF2/PCK1pr12XMYCMIF2(NAT)
	This study

	J124
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ.,  leu2Δ/leu2Δ  /MET3prASK1(URA3)/ask1::HIS1  MIF2/2PCK1pr12XMYCMIF2(NAT)
	This study

	J125
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG arg4::HIS1/ARG4 MIF2/ mif2::PCK1pr12XMycMIF2 (NAT1)
	This study

	J126
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ., DAM1/dam1::HIS1 cse4::dpl200-URA3/CSE4:GFP:CSE4 
	This study

	J127
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ., MET3prDAM1(CdARG4)/dam1::HIS1  cse4::dpl200-URA3/CSE4:GFP:CSE4
	This study

	J128
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG Δarg4::hisG/ Δarg4::hisG CSE4-TAP(URA3)/ cse4::hisG
	This study

	J129
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG Δarg4::hisG/ Δarg4::hisG CSE47R-TAP(URA3)/ cse4::hisG
	This study

	J130
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ., MET3prDAM1(URA3)/dam1::HIS1 CSE4 / CSE4-TAP
	This study

	J131
	ura3Δ-iro1Δ::imm434/ ura3Δ-iro1Δ::imm434, his1Δ/his1Δ, arg4Δ/arg4Δ., MET3prDAM1(URA3)/dam1::HIS1 CSE4 / CSE47R-TAP
	This study
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