Supplementary Table S1. Samples and sequence read information. 

	Sample name
	Description
	Read length
	Total reads
	Uniquely aligned

to mtDNA

	WtB6 30w
	C57BL/6, 30-week-old
	50
	8,317,076
	5,053,922 (60.77%)

	WtB6 40w
	C57BL/6, 40 -week-old
	50
	11,589,640
	6,820,208 (58.85%)

	WtB6 84w
	C57BL/6, 84 -week-old
	50
	13,944,772
	3,716,178 (26.65%)

	Wtmut 30w
	Wildtype sib of mutator, 30 -week-old
	50
	10,970,677
	7,591,504 (69.20%)

	Wtmut 40w
	Wildtype sib of mutator, 40 -week-old
	50
	12,655,692
	4,885,281 (38.60%)

	Hz 30w
	Heterozygote sib of mutator, 30 -week-old
	50
	7,170,463
	4,349,648 (60.66%)

	Hz 40w
	Heterozygote sib of mutator, 40 -week-old
	50
	11,992,274
	6,804,079 (56.74%)

	Mut 30w
	Mutator, 30 -week-old
	50
	12,045,116
	6,887,076 (57.18%)

	Mut 40w
	Mutator, 40 -week-old
	50
	8,745,863
	4,549,504 (52.02%)

	Lambda
	C57BL/6  mtDNA in lambda
	50
	8,674,907
	3,112,971 (35.88%)


