Supplementary Fig 3: Schematic representation of combined effects of genetic and epigenetic events in esophageal : The first panel shows that uniallelic genetic deletion of the chr9p21 locus in dysplasia results in downregulation of both CDKN2A/p16 and CDKN2B/p15 genes. The reduction in expression though is much greater for p15 as the promoter gets hypermethylated. The second panel shows that in addition to amplification, the CXCL1 and CXCL3 gene promoters were also hypomethylated during transformation, and their relative increase in transcript expression was many fold greater (4-6 fold by array, 10-20 fold by qRT-PCR) than that of IL-8, a chemokine gene which was part of the 4q21 amplicon but whose promoter was not affected by loss of methylation
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