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Table S10. Significantly deregulated miRNAs in Srf knockdown. 42 miRNAs (49 loci) were differentially expressed in Srf knockdown compared to control (siNon). miRNA loci based on mouse
genome NCBIv37 (mm9). Matched reads to mature and star miRNA sequence based on miRBase annotations (release 14.0). P-values based on Fisher's exact test with FDR correction (p<0.05).

Total Total Total Normalized Normalized Normalized Up[1]/down[- Up[1]/down[-

miRNA Locus readsin readsin readsin read countin read countin read countin 1] Sri- 1] Srf- p-yf/lqt;Srf- p-y;/lu.t’a\lSrf-
siNon Srf-sil Srf-si2 siNon Srf-sil Srf-si2 sil/siNon si2/siNon st/siivon sterstion
mmu-let-7d chr13:48631381-48631483[-] 30071 36690 54076 54,1 56,9 94,9 1 1 1,86E-09 0
mmu-let-7f-1 chr13:48633198-48633286[-] 54979 59720 52368 98,9 92,5 91,9 -1 -1 3,74E-28 1,02E-227
mmu-let-7f-2 chrX:148346889-148346971[+] 424277 495423 463067 763,5 767,7 812,6 1 1 0,04 3,35E-173
mmu-miR-101a chr4:101019550-101019632[-] 13748 14011 11760 24,7 21,7 20,6 -1 -1 2,54E-26 7,81E-130
mmu-miR-107 chr19:34895177-34895263[-] 22797 29471 42243 41 45,7 74,1 1 1 9,57E-33 0
mmu-miR-125a chr17:17967776-17967843[+] 5335 5487 5155 9,6 8,5 9,1 -1 -1 2,18E-09 4,30E-20
mmu-miR-125b-2 chr16:77646518-77646588[+] 1866 1896 1864 3,4 2,9 3,3 -1 -1 0 1,96E-05
mmu-miR-140 chr8:110075144-110075213[+] 56373 60849 51693 101,4 94,3 90,7 -1 -1 2,79E-34 0
mmu-miR-146b ch19:46417252-46417360[+] 950 767 938 1,7 1,2 1,7 -1 -1 6,37E-13 0
mmu-miR-148a chr6:51219811-51219909]-] 1108 1152 1109 2 1,8 2 -1 -1 0,03 0
mmu-miR-148b chr15:103115556-103115652[+] 770 750 773 1,4 1,2 1,4 -1 -1 0 0,01
mmu-miR-151 chr15:73085245-73085312[-] 1820 1545 1686 3,3 2,4 3 -1 -1 1,33E-18 1,41E-10
mmu-miR-152 chr11:96711707-96711779[+] 15320 15940 13205 27,6 24,7 23,2 -1 -1 4,01E-21 5,30E-138
mmu-miR-16-1 chr14:62250717-62250809[-] 1670 1683 1653 3 2,6 2,9 -1 -1 0 1,87E-05
mmu-miR-16-2 chr3:68813824-68813918[+] 1337 1410 1291 2,4 2,2 2,3 -1 -1 0,04 1,06E-05
mmu-miR-182 chr6:30115918-30115992[-] 1133 641 1090 2 1 1,9 -1 -1 9,50E-49 3,94E-05
mmu-miR-186 chr3:157207243-157207313[+] 2736 2262 2321 49 3,5 41 -1 -1 6,62E-32 6,56E-28
mmu-miR-192 chr19:6264844-6264932[+] 2410 2408 2200 43 3,7 3,9 -1 -1 1,29E-06 2,40E-15
mmu-miR-1937b chr16:4820930-4821056][-] 202 181 172 0,4 0,3 0,3 -1 -1 0,04 0,01
mmu-miR-195 chr11:70048544-70048637[+] 709 706 614 1,3 1,1 1,1 -1 -1 0,02 4,84E-07
mmu-miR-196b chr6:52180080-52180164[-] 445 281 419 0,8 0,4 0,7 -1 -1 5,66E-15 0,01
mmu-miR-208b chr14:55594537-55594613[-] 1278 1110 1103 2,3 1,7 1,9 -1 -1 1,43E-11 3,14E-12
mmu-miR-21 chr11:86397569-86397660[-] 45059 44580 39651 81,1 69,1 69,6 -1 -1 1,56E-124 0
mmu-miR-2134-1 chr1:169270471-169270525[-] 117 600 1456 0,2 0,9 2,6 1 1 8,52E-63 1,34E-251
mmu-miR-2134-2 chr4:138894249-138894305[+] 139 622 1436 0,3 1 2,5 1 1 1,44E-57 2,06E-230
mmu-miR-2134-3 chr9:118584169-118584258[-] 8692 9705 7480 15,6 15 13,1 -1 -1 0,03 1,57E-79
mmu-miR-2134-4 chr13:9833685-9833741[-] 147 634 1490 0,3 1 2,6 1 1 1,03E-56 4,97E-237
mmu-miR-2143-1 chr3:37380281-37380376[+] 71 124 121 0,1 0,2 0,2 1 1 0,03 0,03
mmu-miR-2144 chr8:15520059-15520129[+] 2252 3044 2405 4.1 4,7 4,2 1 1 3,05E-07 0,01
mmu-miR-22 chr11:75277218-75277312[+] 8820 9705 8391 15,9 15 14,7 -1 -1 0 5,32E-38
mmu-miR-221 chrX:18723420-18723514[-] 30791 37198 31657 55,4 57,6 55,6 1 1 2,10E-06 6,18E-51
mmu-miR-25 chr5:138606549-138606632[-] 29288 23629 27014 52,7 36,6 47,4 -1 -1 0 2,68E-162
mmu-miR-26a-1 chr9:118940914-118941003[+] 6802 6950 6676 12,2 10,8 11,7 -1 -1 6,37E-13 1,47E-21
mmu-miR-26a-2 chr10:126432586-126432669[+] 6801 6954 6684 12,2 10,8 1,7 -1 -1 8,68E-13 3,18E-21
mmu-miR-27a chr8:86732571-86732657[+] 4853 6208 4993 8,7 9,6 8,8 1 1 2,80E-06 1,09E-08
mmu-miR-27b chr13:63402020-63402092[+] 14113 14742 13559 25,4 22,8 23,8 -1 -1 3,30E-18 8,16E-55
mmu-miR-28 chr16:24827941-24828026[+] 739 674 749 1,3 1 1,3 -1 -1 3,72E-05 0,03
mmu-miR-29b-1 chr6:31013023-31013093][-] 506 499 417 0,9 0,8 0,7 -1 -1 0,04 9,90E-07
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