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orf00004_AWRI1685_contig437_gr      --MGQNRCTKRKHKVITACKNCRNRKVKCDGSLPCFSCLQRHITCTYMIK

orf00004_00003_AWRI1684_contig      --MGQNRCTKRKHKVITACKNCRNRKVKCDGSLPCFSCLQRHITCTYMIK

orf00002_YJM789_chr5_contig9_5      LIWVKISEQNESTKYYRVTKTAGNRKVKCDGSLPCFSCLQRHITCTYMIK

                                        :    :.. *   . *.. ***************************

orf00004_AWRI1685_contig437_gr      GDEGNLSFYKQDDHILEQIKILKKSIDILEKLKLSVVTSSEYATNAIADI

orf00004_00003_AWRI1684_contig      GDEGNLSFYKQDDHILEQIKILKKSIDILEKLKLSVVTSSEYATNAIADI

orf00002_YJM789_chr5_contig9_5      GDEGKLSFYKQDDHILEQVKILKKSIDILEKLKLSVATSSEYATNAIADI

                                    ****:*************:*****************.*************

orf00004_AWRI1685_contig437_gr      NRQLETLLSFQHVNINSESVRTYKDNGALENQLLDGNYVAFDAFSTFENV

orf00004_00003_AWRI1684_contig      NRQLETLLSFQHVNINSESVRTYKDNGALENQLLDGNYVAFDAFSTFENV

orf00002_YJM789_chr5_contig9_5      NRQLETLLSFQHVNLNSESVRTYKDNGALENQLLGGNYVAFDAFSTFENV

                                    **************:*******************.***************

orf00004_AWRI1685_contig437_gr      SKGKAVDDIFGLYSPISVMSPKGICWLIQQLIVKSREKDTEETVYILLKF

orf00004_00003_AWRI1684_contig      SKGKAVDDIFGLYSPISVMSPKGICWLIQQLIVKSREKDTEETVYILLKF

orf00002_YJM789_chr5_contig9_5      SKGKAVDVIFGLYSPISVMSPKGICWLIQQLIVKSREKDTEETVYILLKF

                                    ******* ******************************************

orf00004_AWRI1685_contig437_gr      LDAGSSSYKWELIAPVYRLQFILIEFFGCKVPFTRNETLKEAIDAIPPSL

orf00004_00003_AWRI1684_contig      LDAGSSSYKWELIAPVYRLQFILIEFFGCKVPFTRNETLKEAIDAIPPSL

orf00002_YJM789_chr5_contig9_5      LDAGSSSYKWELIAPVYRLQFILIEFFGCKVPFTRNQTLKEAIDAIPPSL

                                    ************************************:*************

orf00004_AWRI1685_contig437_gr      RSELKEEGGNSIQDSRKLFMYCVKLLGKHFTSSRHLLRNINIFEQFFQVE

orf00004_00003_AWRI1684_contig      RSELKEEGGNSIQDSRKLFMYCVKLLGKHFTSSRHLLRNINIFEQFFQVE

orf00002_YJM789_chr5_contig9_5      RSELKEEGGSSIQDSRKLFMYCVKLLGKHFTSSRHLLRNINIFEHFFQVE

                                    *********.**********************************:*****

orf00004_AWRI1685_contig437_gr      ELLSTLCYT-FLENSLNFRLLDAEFLHDLLCFVKQRHWKDNSFIIGGVIA

orf00004_00003_AWRI1684_contig      ELLSTLCYTXFLENSLNFRLLDAEFLHDLLCFVKQRHWKDNSFIIGGVIA

orf00002_YJM789_chr5_contig9_5      ELLSTLCYT-LLENSLNFRLLDAEFLHDLLCFVKQRHWKDNSFIIGGVIA

                                    ********* :***************************************

orf00004_AWRI1685_contig437_gr      PLCRQVQDLGLSRWEYYLGMNEEHANPLREIWWDTYWWDKWYVVVTGKLP

orf00004_00003_AWRI1684_contig      PLCRQVQDLGLSRWEYYLGMNEEHANPLREIWWDTYWWDKWYVVVTGKLP

orf00002_YJM789_chr5_contig9_5      PLCRQVQDLGLSRWEYYLGMNEEHANHLREIWWDTYWWDKWYVVVTGKLP

                                    ************************** ***********************

orf00004_AWRI1685_contig437_gr      MIDSSTVTCLLPQQIMRLGVDDAMSSWQMLERVDFTYGSLKDHIMFGYIV

orf00004_00003_AWRI1684_contig      MIDSSTVTCLLPQQIMRLGVDDAMSSWQMLERVDFTYGSLKDHIMFGYIV

orf00002_YJM789_chr5_contig9_5      MIDSSTVTCLLPQQIMRLGVDDAMSSWQMLERVDFTYGSLKDHIMFGYIV

                                    **************************************************

orf00004_AWRI1685_contig437_gr      LSISINDVFSNVLYNRKFTDYRVFSGITALDFKVVEELLTRINGIRKGFT

orf00004_00003_AWRI1684_contig      LSISINDVFSNVLYNRKFTDYRVFSGITALDFKVVEELLTRINGIRKGFT

orf00002_YJM789_chr5_contig9_5      LSISINDVFSNVLYNRKFTDYRMFSGITALDFKVVEELLTRINEIRKGFT

                                    **********************:******************** ******

orf00004_AWRI1685_contig437_gr      VLKTTVVHELEKSLLDDDVFRFCIHFAYSRISCLRAIGNLLMRFKSIFHG

orf00004_00003_AWRI1684_contig      VLKTTVVHELEKSLLDDDVFRFCIHFAYSRISCLRAIGNLLMRFKSIFHG

orf00002_YJM789_chr5_contig9_5      VLKTTVVHELEKSLLDDDVFRFCIHFAYSRISCLKAIGNLLMRFKSIFHG

                                    **********************************:***************

orf00004_AWRI1685_contig437_gr      TSSNLISDQIGECDKDILQTTVETFTFILRANDNIKIKEHVRPISEMGLN

orf00004_00003_AWRI1684_contig      TSSNLISDQIGECDKDILQTTVETFTFILRANDNIKIKEHVRPISEMGLN

orf00002_YJM789_chr5_contig9_5      TSSNLISDQIGEYDKDILQTTVETFTFILRANDNIKIKEHVRPISEMGLN

                                    ************ *************************************

orf00004_AWRI1685_contig437_gr      ILLEAVKAPAGIDVYHISLFCGVASLFDRITCSENGAEKQYNHPGRIVLM

orf00004_00003_AWRI1684_contig      ILLEAVKAPAGIDVYHISLFCGVASLFDRITCSENGAEKQYNHPGRIVLM

orf00002_YJM789_chr5_contig9_5      ILLEAVKAPAGIDVYHISLFCGVASLFDRITCSENGAEKQYNHPGRIVLM

                                    **************************************************

orf00004_AWRI1685_contig437_gr      EITCIFIFVRVCCLVYRQYKKVSKEELMAILTDFDHTTARFCNETLDIRS

orf00004_00003_AWRI1684_contig      EITCIFIFVRVCCLVYRQYKKVSKEELMAILTDFDHTTARFCNETLDIRS

orf00002_YJM789_chr5_contig9_5      EITCIFIFVRVCCLVYRQYKKVSKEELMAILTDFDHTTARFCNETLDIRS

                                    **************************************************

orf00004_AWRI1685_contig437_gr      DLFQHIIRDKKKVGLS----------------------------------

orf00004_00003_AWRI1684_contig      DLFQHIIRDKKKVGLS----------------------------------

orf00002_YJM789_chr5_contig9_5      DLFQHIIRDKNKSDYHRDIIHGIEKVLGRDIITTIESCEREVLSSDEYRQ

                                    **********:* .                                    

orf00004_AWRI1685_contig437_gr      ------------------------------------------------

orf00004_00003_AWRI1684_contig      ------------------------------------------------

orf00002_YJM789_chr5_contig9_5      AQYMGNVATKDLDYLRYFLNLDIFPELNTDDELWDDLKEIDKYYCSSV
Supplemental Fig. S1 Clustal Alignment of the hypothetical, conserved gene adjacent to RTM1 in the ale yeasts AWRI1684, AWRI1685 and the human pathogen YJM789.
