
Table S1: Composition of negative training set
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WTCCC2 5,929 333,744 213,386 162,251 33,764 16,624 747 4,651 2,401 1,977

GAIN 2,322 112,505 78,297 61,872 10,392 5,748 285 2,973 1,607 1,342

HapMap 207 11,722 7,318 5,682 1,127 489 20 801 447 375

Total 8,458 457,971 299,001 229,805 45,283 22,861 1,052 6,302 3,230 2,676 1,079


