Figure S3 (A)
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8384_SX11 MTP - TQTH TIHAGLDIDSMLMSLGDDMS TVGDRWS P AIVARWEAMAKIT TDDTARRG - - - | LDOA@TAS TAWAVAHNMKT TATAALRLERYHGSTLEQLTARISDVVISE - -[GKKR|107
8398_SX11 MTP-TQTHT | HAGLDIDSMLMSLGDPMS TVGDRWSPPVARWEVMAK T IDDTARRG - - - | LDDQTASTAWAVAHNMKT [ATAALRIL ERYHGSTLEQLTARISDVVISE - - GKKR| 107
8313_SX11 MTFLSEQTLRAQNELDILPALSYAASIS DGNNDAKSMGVVHOWERMARVVCE|S SKRGQ - - -LDSWQPAP RKH]| 110

15000_SX11 MLR | THTDIVQOLLEINGPATMGAMC SHGGD SGGGRDMTLEVKELN L IHDL TOMS|

11757_SX11 MTSSMSGNLGRRILK IRPSTLQATRHSDVNGFKLEVEVDRWRQVTL - - -DIDRSASVDCLDRTTANLKKIE(mVLQGPP 110
569_SXI11 MVLPKSERETROLLNAYRKVLYGMTIRGVK | GRE TMNYMEEWEKTVI- - [@DFV | SSQGQTLDRTIADIASTVAHNVGI ISAAAL SEFHQSADVAVEDL TKSVSE IVIISF] 110

11754_SX11 MA - - - - - ELTERL L AAQPALSLALTKAS IDDRELNAEITENWKS[TA - - -DAITYTSLQTDHLDRETASTAFNVASNLKAIASGAL | IGQHSDESITEELSEAVRDILLGAPP - 104

120 140 160 180 200 220
| | | | |

8384_SXI1 |PSPSMPLLESKRARQSFVSTGSTPATRCSSPSSSLPDGLAIPSPYNASSSRNSSSKIKSQEPDHSL IRLWFLDNISYPYPTVSMKEHLASKAG| TRAKVDSDL TNFRRRAG!
8398_SXI1 STGSTPATRCSSPSSSLPDELAINPSPYNASSSRNSSSKIKSQEPDHSL IRLWFLDNISYSYPTVSMKEHLASKAG | TRAKVDSDL TNFRRRAG
8313_SXI1 ALPDDEATLSPRNASSSKKSSKAHS -JEPDHSL IRHWFLHN I SYPYPTVSMKETLASKAG| TRAKVDSDL TNFRRRAG
15000_SXI1 LSFPTPSTPPTRCPSPTPSLPDNLVTPSPYNAPFSKKSSSKHKHQEPDHSL IRIWFLHNISYPYPTVSMKEHLASKAGI| TRAKVDSDL TNFRRRAG
11757_SX11 [PFQS | FSTPATPPFRCHSPTPSLPDDLATPSPYNSSSSGKSSPKNHSQEPDHSL IRLWFLHNISYPYPTVSMKETLASKAG| TRAKVDSDL TNFRRRAG!

569_SX |PAFSAPLCCSKRSRQSSFSTPSIP-------- PALPDDLATSSPYN-TSSKKTSS| SRSHEPDHSL IRIWFLHNISYPYPTVSMKETLASKAG| TRAKVDSDL TNFRRRAG!
11754_SX11 |PLAATPLRCSKRARQISSFSTPSNPHTRCSSPSPSLPDNLATPSPCNASSSRKSSSKNKPGQESDHSL IRLWFLHNISYPYPTVSMKETLASKAG| TRAKVDSDL TNFRRRAG!
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8384_SX11 EIMNEWCGGDRNKMRKL | ERVESGQEDEDEELVRRVQAVKEYLTRKEEERVGDWVREDVWLVSLSFTRSSIRLLPYLTYPSPPRRV[TALVPSFDLDAATTSLTTSSA----KL 329
8398_SX11 EIMNEWCGGDRNKMRKL | ERVESGKEDEDEELVRRVQAVKEYLTRKEEERVGDWVREDVWPVSLSFTRSSIRLLPYLTYPSPRRRV[TALVPSFDLDAATTSLTSSSASANAKL 333
8313_SX11 EIMNEWCGGDRNKMRKL | ERVESGQEDEDEELVRRVQAVKEYLTRKEEERVGDWVREDVWPVSLS | IRSSIRLLPYLTYWPSPRRRV[TALVPSFDLDAATTSLTSSSA----KL 323
15000_SXI1 E IMNEWCGGDRNKMRKL | ERVESGKEDEDEELVRRVQAVKEYLTRKEEERVGDWVREDVWPVSLS | IRSSIRLLPYLTYPSPRRRV[TALVPSFDLDAATTSLTSSSA----KL 335
11757_SXI1 EIMNEWCGGDRNKMRKL | ERVESGQEDEDEELVRRVQGVKEYLTRKEEERVGDWVREDVWLVS | SFTRSS IRLLPYLTYPSPPRRV[TALVPSFDLDAATTSLTSSSASANAKL 336

569_SXI11 E IMNEWCGGDRNKMRKL | ERVESGQENEDEELVRRVQGVKEYLTRQEEERVGDWVRED IWPVSLSLTRSS IRLLPYLTYPSPRRRV[TVLVPSFDLDAATTSLATSSA - - --KL 323
11754_SXI1 E IMNEWCGGDRNKMRKL | ERVESGQE | EDEELVRRVQGVKEYLTRQEEERVGDWMRED IWPVSLSLTRSS IRLLPYLTYPSPRRRV[TALVPSFDLDAATTSLTSSSASANAKL 330
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8384_SX11 TKHRSTASLSSLSAMSSVSAVIRPASRSTSTSSATSFESSSSVSDASMVIPGANGNKKRLNPDAAVFVPQKRTAMIASTASTAVSASTSASMSAFNSAYASASASASA----A 438
8398_SXI1 TKHRSTTSLSSLSAMSSVSAVIRPASRSTSTSSTTSFESSSSVSDASMI | PGAKGNKKRLNPDAAVF | PQKRTAM- - - TASTAGSASTSASMS | FDSAYASASASASA----A 439
8313_SX1 TKHRSTASLSSLSAMSSVSAVIRPASRSTSTSSATSFESSSSVSDASMVIPGANGNKKRLNPDAAVFVPQKRTAMIASTASTAVSASTSASMSASNSAYASASASASA----A 432
15000_SX11 TKHRSTASLSSLSAMSSVSAVIRPASRSTSTSSATSFESSSSVSDASMVIPGANGNKKRLNPDAAVFVPQKRTAMIASTASTAVSASTSASMSAFNSAYASASASASA----A 444
11757_SXI1 TKHRSTASLSSLSAMSSVSAVVRPASRSTSTSSTTSSESSSSVSDASMVIPGAKGNRKRLNPDAAVFVPQERTAMTASTGSTAVSASTSASMSAFNSAYASASASASASASAA 449

569_SXI1 TKHRSTAS|SSLSAMSSVSAVVRPASRSTSTSSTTSFESSSSVSDASMI | PGAKGNKKRLNPNAAVFVPQKRTTM- - - TSSSEAPTSTSTSMSAFDSAYASASA--- ----- A 425
11754_SXI1 TKHRSTAS|ISSLSAMSSVSA|VRSASRSTSTSSTTSFDSSPS|SDASMVIPGAKGNKKRLNPDAAVFVPQKRTTM- - - TSSSEGPRSTSTSMSAFDSAYASASS - - - - - - - - A 432
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8384_SXI11 SSSISGSALAPSLTFTTISNGQPAIHSRFASGFSASNAAWQYHPTWTTSDGDSVNTFVHPGTPAPLPTP I QQSRSSPPRTHAQIFDNSPMWS TEKPLPMLSHMSSSS | VAPVS 551
8398_SXI1 SSSISGSVLAPSLTFTTISDDRPTASSQSASGSSASTAAWQYQPTWTTSDGDSVNTFVHPGTPAPLPTPMQQSRSSPPR-HAAV - -ESTMWSTESPLPMLSHMSSSSVLAPVS 549
8313_SXI11 SSS|ISGSVLAPSLTFTTISNDQPATHSRCASGSSPSTTAWQYHPTWTTSDGDSVNTFVHPGTPAPLPTPMQQSRSSPPR-HAAV - -ESTMWSTESPLPMLSHMSSSSVLAPVS 542
15000_SX11 SSS|ISGSVLAPSLTFTTISNDQPATHSRCASGSSPSTTAWQYHPTWTTSDGDSVNTFVHPGTPAPLPTPMQQSRSSPPR-HAAV - -ESTMWSTESPLPMLSHMSSSSVLAPVS 554
11757_SX1 SSSTSGSVLAPSLTFTTISGDQPATHSRCASGSSPSTTAWQYHPTWTTLDGDSVNTFVHPGTPAPLPTP I QQSRSSPPRTQTQI FDNSAMWSTEKPLPMLSHMSSSFVVAPVS 562
569_SX|11 SSS|ISGSVLAPSLTFTTISGDQPATHSRSASGSSASSAAWQHQPTWTTSDGDSVNTFVHPGTPAPLPTPMQQSRSSPPR-HAAV - -ESTMWSTESPLPMLSHMSSSSVVAPIS 535
11754_SXI1 SSSTSGSVLAPSLTFTTISGDQPATHSRSASGSSASTAAWQYQPTWTDSNGDSVNTFVHPGTPAPLPTPVQQSRSSPPR-HAAV - -ESTMWSTESPLPMLSHMSSSS I VAPVS 542
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8384_SX11 TSGQVQQHPSWTMPTQCEFEPRLQDGWASASASSSAGSSAVFNSRRTVSGGSGRSVSDVSRRL 614
8398_SX11 SSGQVQQHPSWTMPTQCEFEPRLQDGWASASASSSAGSSAVFNGSRTVSGGSGRSVSDVSRRL 612
8313_SXI1 STGQVQQHPSWTMPTQCEFEPRLQGGWASASASSSAGSSAVFNGSRTVSGGSGRSVSDVSRRL 605
15000_SXI1 SSGQVQQHPSWTMPTQCEFEPRLQDGWASAS - -SSAGSSAVFNDRRTVSGVSGRSVSDVSRRL 615
11757_SX1 SSGQVQQHPSWTMPTQCEFEPRLQDGWASASASSSAGSTAVFNGRRTVSGGSGRSVSDVNR - - 623

569_SXI1 SSGQVQQHPSWTMPTQCEFEPRLQDGWASAS - -SSAGSSAVFNDRRTVSGGSGRSVSDVSRRL 596
11754_SX11 STGQVQQHPSWTMPTQCEFEPRLQDGWASASASSSAGSSAVLNGRRTVSGGSGRSVSDVSRRL 605
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Figure S3 (B)
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11754 _SX|2 MS - -TAFLDRLITVSKATAKTCGPLDGYQM- -LSTSGTKPTLE I PQPPFK IPDHLASRL SEQFVNDVLAAVETAMEDERTATLSFYDSTIAAFVS|TAPHGGMSDHLTEVLLCD] 109
11757_SXI2 MD - -[IIALERL IAVSDKIRQACGSTAHTRP - -LSTSGRQPKLLVPTSLLE | fRRLREQVAPDITEATQASVOSAAEHQIRAALGIYASTAKAFISVAPFGSQTDDRAEQQLCH] 109
8313SX12 MSATVVOLRDLLSTTERIKHLCRPSSTNKLTLLRPQG|APDLSEVSAESFISESQAACLGPACTIAITKRVRSA [AQEQKSVLCSFQSVISIGMI SLEEYGGVDDEYTVRALCR| 113
569_SXI2 MS - - -[ACLHKIIDISERILQICESLQSRQP - -LE I TGKQPNFE | PELKEFLSEDLQAKLGPRITERILQYVITA IGKDTYTAKTSYNMIVRQLGGLSAFGGTSSGD | EGG[LCA 108
8384_SX|2 MNIEI--LLELLITARRVEVMERGVLDHRKP - -LAVTGRRPRP TTPQERTIVPAIYAAHLGSELEDATNDHVKSVLDREKLST IESEEALIGGMGSVADFGGMSDGD TEQQAVCD] 109
8398 SXI2 MDEEIL-==LLELLIGTARRVEYECGVLDHRKP - -LAVTGRRPRLTTPQCRTIVPA IYAAHLGSELSDATNDHVKSVIDREKL ST SSFEAL IGGMGSVADFGGMSDGD TEQAVED] 109
15000_SXI2 MET - - [ALGRL 1A SSDRVRHALGSRQTFQP - - LRTSGMQPRLQTPEPVLPLTPEVLATFAPHRLAAIQVHIRSALDAKRGA TLTEWRSLLEGVASMS TLGGVDDE TMERQLCS]| 109
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|

11754_SXI2 mRRLASSHSDPSKKLPSFS HTLTVLNAAYARSKSLSQAETVI IAQAAGISPHQVRTWFQNKRNRG DKKSSAPANRPVSSLPKRAQQQQQ - 221
11757_SXI2 A LSFNQNASSKKLSPFS[PRTLFVLDAAYARAKSLSQAETV I | AHAAG| SPHQVRTWFQNKRNRGKDKKPPAS TDRPVSSLPKRAQQQQ - - 220

8313SXI2 mTTSDVIER‘(LNSIEAAASHKLSSFSPHALVVLDAAYSHTNSLSQAETSI IAKAAG | SAHQVRTWFQNKRNRGKDKKPSAPANRPVSSLPKRAQQQQQ - 225

569_SXI2 NYEKRFANHIARMREDI I LQAAITGHLSEGESSACRKLSSFS|SHTLLVLDAAYARSKSLSQAETI | |AQAAGI SPQQVRTWFQNKRNRGKIDKNPSTAANRPVSSLPKRAQQQQ- - 219
8384_SXI2 [[FDKHFAAQVSTIQOTIVIQATERFLLHTQGTSARKLSTFS|PHTI IVLDAAYSRSKSLSQAET! | IAQAAGI SPHQVRTWFQNKRNRGKDKKPSTAADRPVSSLPKRAQQQQQ - 221
8398 _Sx|2 [[EDKHFAAQVSTIQQTVIQAIERFLLHTQGTSARKLSTFS|PHTI| IVLDAAYSRSKSLSQAET! | IAQAAGISPHQVRTWFQNKRNRGKINKKPSTAADRPVSSLPKRAQQQQQ - 221
15000_SX12 [[FEVLFOKQVROVQRAAMALLIDGH - SVSQAASPRKLSSFS|TRSLLVLDAAYSRSKSLSQAETV I IAQAAGISPHQVRTWFQNKRNRGKDKNPSTAPNRPVSSLPKRAQQQQQQ 221
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11754 SX|12 -HPIKLESQANLLSPTIPAPRRVRELPKRAAQVSHNAPGTHVLPSYASSETSSHDYGILDVRERAVGMEDEEEGAGKMSRSASFASTSSLSTEAPNGGFVSPYEMHLSSTSGDR 333
11757_8X12 -HQIKLESQANLLSPTIPAPRFVRELPKRAAQVSHNAPGTHTVPSYPSSETSSYVYGALDMRERAMGMEDEDEGAGRMSRSASFASTSSLSTEVPNGGFISPYEMHLSSSSGDR 332
83138SXI2 -HPIKLESQPNLLSPTJPAPRRVRGLPKRAAQVSHNAPGTHVLSSYPSSETSSRDHGILDVRERAVGMEDED -GAGRMSRSASFASTSSVSTEAPNGGFISPYGMHLSSSSGDR 336
569_SXI2 -HQIKLESQVNLPSPAPAPRRVRGLPKRAAQVSHNAPGTHVLPSYASSETSSHDYGVLDMRERAMGMEDED -GAGRMSRSASFASTSSLSTEAPNGGFISPYEMHLSSRSGDR 330
8384 SXI12 -HPIKLESQANLLSPTPAPRRVRGLPKRAAQVSHNAPGTHVSPSYASSETSSRNYGVLDMQERAMGMEDED -GAGRMSRSASFASTSSLSSEAPNGGFISPYEMHLFPSSSGDR 332
8398 SXI2 -HPIKLESQANLLSPTPAPRRVRGLPKRAAQVSHNAPGTHVPPPYASSETSSRNYGVLDMQERAMGMEDED -GAGRMSRSASFASTSSLSTEAPNGGFISPYEMHLPSSSGDR 332
15000_SXI2 QHP IKLESQVNLLRSAPAPRRVRELPKRAAQVSHNAPGTHVLSSYPSSETSSRDHGILDVRERAVGMEDED - GAGKMSRSASFASTSSVSNEAPNGGFISPYEMHLSSQSGDR 333
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11754 SXI12 QASSSSSASVSGAAARHGEGLTQIAVEWGTGMLNIP IEALGGGQAPVFNFTPPSPLNVGFDPTFDPANYAPLPTDAFSLAQTQLSGESVYSPLEMPTGDSSHFPFAFPDNLDL 446
11757_SXI12 QASSSSSASVSGAAARHGEGLTQIAVEWGTGMLNIP IEALGGGQAPVFNFTPPSPLNVGFDPTFNPANYASLPTDSFSLAQSQSSGETVAIPLEMGAENRSHFPFALPDNLDL 445
8313SXI2 QI SSSSSASVSGAAARHGEGLTQIAVEWGTGMLNIP IEALGGGQAPVFNFTPPSPLNVGFDPTFDPANYAPLPTDAFSLAQTQLSGESVYSPLEMPTGDSSHFPFAFPDNLDL 449
569 _SXI2 QVSTSSSASGSGAGTRHGEGLTQIAVEWGTGMLNIP I EALGGGQAPVFNFTPPSPLNVGFDPTFNPADYAPLPTDSFSLAQSQSSGETVEIPLEMGAENRSHFPFSFPDNLDL 443
8384 SXI2 KVSSSSSASVSGAAARHGEGLTQIAVEWGTGMLNIP IEALGGGQAPVFNFTPPSPLNVGFDPTFDPANYAPLPTDAFSLAQTQLSGETVDSPLEMGASGSSHFPFAFPDNLDL 445
8398 _SXI2 KVSSSSSASVSGAAARHGEGLTQIAVEWGTGMLNIP IEALGGGQALVFNFTPPSPLNVGFDPTFNPADYAPLPKDSFSLAQTQLSGETVDSPLEMGASGSSHFPFALPDNLDL 445
15000_SXI2 QVSTSSSASGTGTGARHGEGLTQIAVEWGTGMLNIP IEALGGGQAPVFNFTPPSPLNVGFDPSFNPADYGPLPTDLFSLAQSQSSGETVESPLEMPTGDSSHFPFSFPDKLDL 446
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11754 SXI2 SEGLESIESILTEALSDPKSFEHFSTLAASPQISLDSLSPRSESSESLPSLPSGNVTPGQEYDGASYDFKSMSENRGAAEYGYGNGYGVGSMDEMEGDFFNALEGLLA -SPGD 558
11757_SXI12 SEGLESIESILTEALSDPKSFEHFSTLAASPQISLDSLSPRSESSESLPSLPSGNVTPGQEYDGASYDFKSMSENRGAAEYGYGNGYGVGSMDEMEGDFFNALEGLLA-SPGD 557
83138XI2 SEGLESIESILTEALSDPKSFEHFSTLAASPQISLDSLSPRSESSESLPSLPSGNVTPGQEYDGASYDFKSMSENRGAAEYGYGNGYGVGSMDEMEGDFFNALEGLLARSPAD 562
569_SXI2 SEGLDSIESILTEALSDPKSFEHFSTLAASPQISLDSLSPRSESSESLPSLPSGNVTPGQEYDGASYDFKSMSENRGAAEYGYGNGYGVGSTDEMEGDFFNALEGLLA-SPGD 555
8384 SXI2 SEGLESIES|ILTEALSDPKSFEHFSTLAASPQISLDSLSPRSDSSESLPSLPSGNVTPGQESDGAPYDFKSMSENRGAAEYGYGNGYGVGSVSEMEGDFFNALEGLLA-SPSD 557
8398 SXI2 SEGLESIES|ILTEALSDPKSFEHFSTLAASPQISLDSLFPPRSESSESLPSLPSGNVTPGQEYDGASYDFKTMSENRGAAEYGYRNGYEVGSMDEMEGDFFNALEGLLA-SPGS 557
15000_SX|2 SEGLESIESILTEALSDPKSFEHFSTLAASPQISLDSLSPRSDSSESLPSLPSGNVTPGQEDDGASYEFKSMSENRGAAEYGYGNGYGVGSMDEMEGGFFNALEGVLA-SPSD 558
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11754_SXI2 SFSPSGAVELDSPIALEKKWSSATPTRLTTTPQF IRSMSMMSDASFSVDAQDTGIGR- - -MDGGESGGSA | IDASQGIDLPYIASIPLPASPTSSTLSLPREYTPSRSPSLAAA 668
11757_SXI2 SFSPSGAVELDSPIALEKKWSSATPTRLTTTPQF IRSMSMMSDASFSVDAQDTGIGR- - -MDGGESGGSA | IDASQGIDLSY|IASIPLPASPTSSTFSLPREYTPSRSPSLAAA 667
8313SXI2 SFSPSGAVELDSPIALEKKWSSATPTSFTTTPQF IRSMSMMSDMSFHADPNTGMGAEGMVEEESSGSAA | IEASQGIDLSYIASIPLPASPTSSTFSLPREYTPSRSPSLAAA 675
569 SXI2 SFSPSGAVELGSPIALEKKWSSATPTSFTTTPQF IRSMSMMSDMSFNADPNAGMGAEGTVEDESSGGSA | IDASQGIDLSYIASIPLPASPTSSTFSLPREYTPSRSPSLAAA 668
8384 _SXI2 SFSPSGAVELGSPIALEKKWSSATPTSFTTTPQF IRSMSMMSDMSFNADPNTGMGAEGMVEEESSGGSA | IDASQGIDLSYIASIPLPASPTSSTFSLPREYTPSRSPSLAAA 670
8398_SXI2 SFSPSGAVGLGSPIELEKKWSSATPTSFTTTPQF IRSMSMMSDMSFNADPNAGMGAEGTVEDESSGGSA | IDASQGIDLSYIASIPLPASPTSSTFSLPRDYTPSRSPSLAAA 670
15000_SX|2 SFSPSGAVELDSPIALEKKWSSVSPTSFTTTPQF IRSMSMMSDASFSVDQDTGIGR- -MDGGESSGSAAI|I IKASQGIDLSYIASIPLPASPTSSTFSLPREYTPSRSPSLAAA 669
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11754_5X12 VPRAQHTPERS I SLASSDVKQRLTTSTSGNVSPFTASHYTPEKSMDVNQNQSPSQSHWEWIGALPFEMEMEMMEMDMLEGEAGSGAGSPASVGVGKEWEGGMSR IGGMIVQ 779
11757_SXI12 VPRAQHTPERS ISLASSDVKQRLTTSTSGNVSPFTASHYTPEKSMDVNQNQSPSQSHWEWIGALPFEMEMEMMEMDMLEGEAGSGAGSPASVGVGKEWEGGMSR IGGMIVQ 778
8313SXI2 VPRAQHTPERS I SLASSDVKQRLTTSTSGNVSPFTASHYTPEKSMDVNQTQSPSQSHWEWIGALPFEMEMEMMEVDVSEGEGGS - - - -PDSVGVGKEWEGGMSR IGGMIVQ 782
569_SXI2 VPRAQHTPERS ISLASSDVKQRLTTSTSGNVSPFTASHYTPEKSMDVNQTQSPSQSHWEWIGALPFEMEMEMMEMDMLEGEAGSGAGSPASVGVGKEWEGGMSR IGGMIVQ 779
8384 SXI2 VPRAQHTPERS ISLASSDVKHRLTTSTSGNVSPFTASHYTPEKSMDVNQTQSSGQSQWQWFGALPFEMEMEMMEVDVLEGEGGSEGGSSDSVGMGKGWEGGMSG IGGMVVQ 781
8398 SXI2 VPRAQHTPERS ISLASSDVKHRLTTSTSGSVSPFTASHYTPEKSMDVNQTQSPSQSHWEWIGALPFEMEMEMMEVDVSEGEGGSP - - - -DSVGVGKEWEGGMSR IGGMIVQ 777
15000_SXI12 VPRAQHTPERS ISLASSDVKQRLTTSTSGNVSPFTASHYTPEKSMDVNQTQSPSQSHWEWIGALPFEMEMEMMEVDVSEGEGGS - - - -PDSVGVGKEWEGGMSR IGGMIVQ 776




