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n2_Chup_7_114759793-114760072 GCTTTCATCTTTTGAGCTCTGATACATCAAGCAGAAAL. COATGCAGCTAAATCTTGEAATTAG
S Humen_7_114049545-114049827  GCTTTCATCTTTTGAGCTCTCATACATCAAGCAGAAAA. CCATGCAGC TAAATGTTGGAATTAGE
3_Dogy_14_S6360001-56370000_21  GCTTTCATCTTTTGAGCTCTGATACATCAAGCAGAAAA . CCATGCAGCTAAATGT TGGAATTAGE
1 Chi_chrl_22947683-22947962 GCTTTCATCTTTTGAGCTCTGATACATCAAGCAGAAAA. CCATGCAGCTARATGTTCGAATTAGE
7_0po_8_165227032-165227311C GCTTTCATCTTTTGAGCTCTGATACATCAAGCAGAARA. CCATGCAGCTAAATCTTGGAATTAG
w6 _Mus_6_15319446-15319725CRT GCTTTCATCTTTTGAGCTCTGATACATCALGCAGAALA. CCATGCAGCTAAATCTTGGAATTAG
8 _Rat_4_40907565-40907844CRT GOTTTCATCTTTTGAGCTGTGATACATCAAGCAGAARL. CCATGCAGCTARATGTTCGAATTAGE
n4_Frog_scaffold 17_1110267-11  GCTTTCATCTTTTGAGCTCTGATACATCAAGCAGAAAA . CCATGCAGCTAAATGCTGGAATTAGE
£9_Fugu_scaffold 8_3103868-310  TCTTTCATCTTGGAGCCTCTGATACGTCAAGCAGAARA. GCATGCCOTTAAATGETEGAATTGCL
£1T Tet_19_441523L-44L95L0CRC GCTTTCATCCTAGAGCCTCTGATACATCAAGCAGAARL. GCATGCCGTTAAATGETCOAATTACT
£13 zeb_4_462763L0-46276574CR GOTTTCATCTTTCAAGCTCTGATATATCATGCAGAARACGECAGCCGTTAAATGETCGAATTAGE
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n2_Chup_7_114759793-114760072 ATTETECAE. GTCCTGCAATEAATES
S Humen_7_114049545-114049827  ATTGTGCAG.GTCCTGGAATGAATES
3_Dog_14_S6360001-56370000_21  ATTGTGCAG. GTCCTGGAATGAATGS
1 Chi_chrl_22947683-22947962 ATTGTGCAG. GTCCTGGAATGAATGE
7_0po_8_165227032-165227311C ATTGTGCAG. GTCCTGGAATEAATGS
w6 _Mus_6_15319445-15319725CRT ATTGTGCAG. GTCCTGGAATGAATGE
8 _Rat_4_40907565-40907844CRT ATTGTGCGE. GECCTEGAATEAATES
n4_Frog_scaffold 17_1110267-11  ATTGTGCAG.GTCCTGGAATGAATGS
£9_Fugu_scaffold 8_3103868-310  ATTGTGCCGCGCTTCACAATGG. .. .
£1T Tet_19_4419231-44195L0CRC ATTGTGCTECALTTCACAATES. . ..
£13 zeb_4_462763L0-46276574CR EEmeEEE. .. ...
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Figure S1.  Example CNE alignment from FOXP2 gene region with regions of 100% identity shaded black.

