Supporting Table S3. Yeast strains used in this work

	Yeast strain
	Relevant genotype
	Reference

	ARG3 
	MATa, RPB1:Myc18-Kl TRP1, TRP1::kanMX4, otherwise isogenic to BY4741 
	Vanti et al (2008)

	BQS252 
	MATa, ura3-52, derived from FY1679 
	(García-Martínez et al. 2004)

	BY4741
	MATa; his31; leu20; met150; ura30
	Euroscarf

	FY1679
	MATa/MAT; ura3-52/ura3-52; trp163/TRP1; leu21/LEU2; his3200/HIS3; GAL2/GAL2
	Euroscarf

	SCR101
	MAT ade2 his2 leu2 trp1 rap1::UASgal-RPL25-RAP1 (pR415RAP1)
	(Graham et al. 1999)

	SCR101 rap1∆sil
	MAT ade2 his2 leu2 trp1 rap1::UASgal-RPL25-RAP1 (pR415rap1∆sil)
	(Graham et al. 1999)

	SJY25
	MAT his3∆1 leu2∆0 lys2∆0 ura3∆0 trp1::kanMX4 SPT16-myc
	(Jimeno-González et al. 2006)

	SJY6
	MAT his3∆1 leu2∆0 ura3∆0 trp1::kanMX4 spt16::kanMX4 TetO::SPT16 
	(Jimeno-González et al. 2006)

	Y01089
	BY4741, MATa his3 leu2 ura3, met15,  tpk2::kanMX4 
	Euroscarf
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