	
	
	Percent of mop1-1 sequence tags compared to wild type

	Chromosomal Region
	500 bp upstream
	Intragenic
	500 bp downstream

	Zm chromosome 1 contig (syntenous region)
	5.70%
	9.04%
	14.86%

	
	
	
	
	

	Zm chromosome 1 contig (complete)
	6.83%
	28.15%
	8.62%

	Zm chromosome 9 contig (complete)
	9.54%
	36.26%
	50.53%

	
	
	
	


The syntenous regions refer to the chromosomal and contig regions identified in Figure 6 and Table S1. The complete contig refers to the sequence generated by [Supplemental Reference 1].







