Table S2

	
	AB
	P1

	
	S
	M
	S
	M

	wild type
	11.0+/-0.1
	4.0+/-0.2
	12.8+/-0.3
	3.8+/-0.4

	div-1 (RNAi)
	11.8+/-0.6
	3.4+/-0.3
	17.1+/-0.8
	3.5+/-0.3

	clk-2(mn159) div-1 (RNAi)
	12.3+/-0.5
	4.6+/-0.6
	14.0+/-0.7
	4.7+/-0.4

	clk-2 (qm37) div-1 (RNAi)
	12.4+/-0.5
	4.3+/-0.4
	14.4+/-0.3
	4.5+/-0.4

	clk-2 (mn159)
	11.1+/-0.3
	3.9+/-0.2
	12.7+/-0.3
	3.9+/-0.2

	clk-2 (qm37)
	12.4+/-0.3
	4.4+/-0.8
	14.6+/-0.3
	4.8+/-0.3
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