Table S2. Comparison of metabolic pathways for amino acid metabolism deduced from the genomes of L. hongkongensis, C. violaceum, N. gonorrhoeae and N. meningitidis.

	Pathways/enzymes
	L. hongkongensis
	C. violaceum
	N. gonorrhoeae
	N. meningitidis

	Amino acid biosynthesis


	All 20 amino acids

+ selenocysteine
	All 20 amino acids
	All 20 amino acids
	All 20 amino acids

	Amino acid degradation
	
	
	
	

	  Serine
	+
	+
	+
	+

	  Alanine
	+
	+
	+
	+

	  Aspartate
	+
	+
	+
	+

	  Asparagine
	+
	+
	+
	+

	  Glutamine
	+
	+
	+
	+

	  Glutamate
	+
	+
	+
	+

	  Glycine
	+
	+
	+
	+

	  Proline
	+
	+
	-
	+

	  Arginine
	+
	+
	+
	+

	
	Arginine    deiminase pathway
	+
	+
	-
	-

	
	Arginine decarboxylase pathway
	+
	+
	+
	+

	  Histidine
	-
	+
	-
	-

	  Tyrosine
	-
	+
	-
	-


