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Figure S9: Reference allele ratio p at 1KG variants. (A) Plot showing p allele ratios for SNPs interrogated for CD34
primary cells (used for ASH analysis). Three peaks on the histogram (right) correspond to homozygous reference (top), het-
erozygous (middle), and homozygous alternate (bottom) SNPs. (B) Plot showing p allele ratios for SNPs interrogated for the
cancer line K562 (discarded for ASH analysis). Signatures of chromosomal abnormalities are evident from the scatterplot, such

as copy number variation and loss of heterozygosity.



